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Figure 1 – figure supplement 2. Amplification of changes in gene expression emanating from T21. (A) Manhattan plot showing 
most DEGs (red) are not encoded on chr21. (B) Example box and whisker plots of chr21 (green) and non-chr21 (black) DEGs. mRNA 
expression values are displayed in reads per kilobase per million (RPKM). Benjamini-Hochberg adjusted p-values were calculated using 
DESeq2
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