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Sullivan et al., Figure 7 - figure supplement 1

Figure 7 – figure supplement 1. The MYCN transcriptional program is downregulated by T21. A heatmap demonstrates downregulation of numerous components of the 
translational machinery associated with MYCN-driven transcription in monocytes from individuals with T21. Data presented are the fold change of the RPKM of each sample 
relative to the mean RPKM of all D21 individuals. 


