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KIf5 KO C2C12-Clone #1 both alleles (1 bp-deletion)

* * . " . " * "
1 ATGAGCGCCCGCCTGGGACCACTGCCCCAGCCGCCGGCCGCGCAGGACGAGCCCRTGTTC TCAAGCCGGTGCT
TLLLELCEEEEEELEERL LR LR P LT PR LR EE TR TR
1 ATGAGCGCCCGCCTGEGACCACTGCCCCAGCCGCCGECCECECAGGACGAGCCCETGTTCGCGCAGCTCAAGCCEETECT
. " M - ‘ - ‘ -

ol " - * - * - *

1 GGGECGCTGCGARCCCGECCCGOGACET! TCTTCTCCGGAGRCGATCT ACGC CACCCGCCTGOGE 160
RN R
81 GEECGCTGCGAACCCGGCCCG0GA-GOGGCGCTCTTCTCCGEAGACGATCTGARACACGCGCACCACCACCCGOCTGOGE 159
* . * * * * .

KIf5 KO C2C12-Clone #2 allele1 (33 bp-deletion & 1 bp-substitution)
1 ATGAGCGCCCGCCTGGGACCACTGCCCCAGCCGOCGGCCGCGCAGGACGAGCCOGTGTTCGOGCAGCTCARGCCGGTGCT BO
PELCCEECEEUCEECEE R PR L L EEE LR PR
1 ATGAGCGCCCGOC i GO i G G, C G G TC. T 80

*

» . . . . " . "
81 GGECGCIGCEAMCCCEECCCECEACEOEEEECTCTTCTCCGGACACCATCTARACKCGECCACE GCCTGCGC 160
| [ [ 1 [ LUVVUEEEEEE Tt e e g e e it
81 TTCTCCH GATCTGARARCACGCGOGCCACCACCOGOCTGOGE 127

- * - *

KIf5 KO C2C12-Clone #2 allele2 (33 bp-deletion)

* * * = *

1 ATGAGCGCCCECC TGCCCCAGCCGCCGECCECECAGGACGAGCCCETGTTCGCGCAGCTCARGCCGGTGCT B
PELLCEEELEEELE L EE L EEE L L LR EEEE LT
1 ATGAGCGCCOGCCTEEEACCACTECCCCAGCCGCCEECOGCECAGGACGAGCCCETCTTCGOGCAGCTCAAGCOGETGCT BO
» * w * " - . *
i * * * * * * *
Bl GGGCGCTECGAACCCEECCCCCEACET GCTCTTCTCCGGAGRCGATCTGAAACACGCGCACC GCCTGCGC 160
LIy
Bl TTCTCCGGAGACGATCTGARARCACGCGCACCACCACCCGOCTGOGC 127
* * * *
KIf5 KO C2C12-Clone #3 both alleles (44 bp-deletion)
* * * * * * * *
AT CTH C. CCAGCCGCCGECC GAGCCCGTGTTCGCGE CGETECT 80
CCCELELEEL R LR EEE L EEE L EELE L L EEEE L L] ]
1 AT GCCCGCCT CAC CCAGCCGCCGELD! GAGCCCGTGTTC TCAAGCC—===== 74
* * * *
e * * * * * * *
81 GGGCGCTGCEAACCCGECCCECEACGCEGLGCTCTTCTCCGEAGACGATCTGARMCACGCGCACCACCACCCGCCTGCGE 160
LLLCULLEEELEEEELELL P LR EELLEL LT
75 GEAGACCGATCTGAAACACGCGCACCACCACCCGCCTECGC 114
* * * *

Hayashi et al. Figure 3 - figure supplement 2



