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Target transcript
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Functional group Gene annotation Target transcript Day 3 Day 10 Day 17

Calcification H+/Ca2+ exchanger (CAX3) XM_005761181 0.86 1.68 1.99

Calcification carbonic anhydrase (CA1) XM_005764152 1.13 2.18 2.59

Calcification HCO3 transporter (SLC4-2) XM_005766544 1.09 2.30 2.61

Calcification gamma carbonic anhydrase (Gamma_CA_1) XM_005766918 1.34 2.55 2.81

Calcification calmodulin (CAM1) XM_005782317 0.87 1.45 1.91

Calcification alpha-type carbonic anhydrase XM_005784940 0.83 0.96 3.48

Calcification HCO3 transporter (SLC4-1) XM_005788352 0.93 2.14 2.13

Calcification polysacharide-associated, calcium-binding protein (GPA) XM_005794201 1.22 2.40 2.15

Cell division cell division cycle protein 48 XM_005756305 0.89 0.62 0.50

Cell division cell division cycle protein 48 XM_005765434 0.83 1.82 1.62

Cell division putative cell division cycle protein 23, CDC23 XM_005781497 0.93 1.96 2.08

DMSP putative dddD enzyme (dddD2)  XM_005764661 1.06 2.50 2.98

Growth rate putative histone H3 XM_005756339 1.08 1.06 1.76

Growth rate 30S ribosomal protein S2 XM_005770563 1.15 1.94 2.65

Growth rate 30S ribosomal protein S9 XM_005770657 0.86 2.31 1.99

Growth rate putative histone H4 XM_005775327 1.20 2.01 1.97

Growth rate putative histone H2A XM_005775328 1.18 1.76 2.35

Growth rate putative histone H4  XM_005775391 1.24 1.32 1.95

Lipid metabolism Sulfolipid biosynthesis protein (SQD1) XM_005756786 0.79 1.43 1.99

Lipid metabolism phospholipase D XM_005769120 1.95 2.01 1.99

Lipid metabolism triacylglycerol lipase 1 (LIP1)  XM_005780464 1.09 2.07 2.20

Lipid metabolism putative lipid phosphate phosphatase (PAP2) XM_005793926 1.10 2.06 2.42

Lipid saturation sterol desaturase XM_005757513 1.36 2.23 1.83

Lipid saturation delta-12 fatty acid desaturase (FADS1) XM_005759423 0.86 1.04 1.19

Lipid saturation putative Dihydroceramide desaturase (DEGS2) XM_005762500 1.11 2.21 2.26

Lipid saturation dihydroceramide delta(4)-desaturase (DCDS) XM_005765423 1.05 1.51 2.04

Lipid saturation putative fatty acid desaturase XM_005770546 1.17 2.17 2.73

Lipid saturation fatty acid desaturase (OLE1) XM_005779417 1.26 1.95 2.10

Lipid saturation Phytoene desaturase (PDS3)  XM_005784113 0.92 1.81 2.13

Vesicles vesicle-associated membrane protein 7 (VAMP7-6) XM_005756341 0.90 1.88 2.47

Vesicles vesicle transport through interaction with t-snares (VTI1-4) XM_005756368 1.05 2.27 2.65

Vesicles vesicle-associated membrane protein 7 (VAMP7-5) XM_005757629 1.11 2.06 2.32

Vesicles vesicle-trafficking protein SEC22b XM_005766477 1.04 1.82 2.38

Vesicles vesicle transport protein Sec20 (SEC20) XM_005776113 1.32 2.05 2.15
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