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Figure 5- figure supplement 1.
Differential expression of indicated genes and knockdown efficiency of CypD shRNAs.

A. The chart represents mRNA expression analysis of the indicated genes in HCC1937, H2126 and H1299 cell lines. mRNA expression was quantified by SYBR-green based RT-qPCR. Each bar is the average of 3 replicates and represents mRNA expression of the indicated genes relative to GAPDH (p-value, *<0.05, **<0.005 and ***<0.0005 unpaired t-test). B. The chart represents the knockdown efficiency of two CypD shRNAs in indicated cell lines at 96h post infection. mRNA expression was quantified by SYBR-green based RT-qPCR. Each bar is the average of 3 replicates and represents mRNA expression of the indicated genes relative to GAPDH (p‐value, *<0.005 and **<0.0005 unpaired t-test). 


