Supplementary Table 1. A comparison of phenotypes for BLOS2-KO, BLOS1-KO and Snapin-KO mouse embryos or MEFs.
	
	BLOS2-KO 
	BLOS1-KO 
	Snapin-KO 

	Embryonic lethality
	Yes
	Yes
	Yes

	Small cerebral cortex
	Yes
	N/A
	Yes

	Increased neuron death in the cortex
	No
	N/A
	Yes

	Impaired hematopoiesis
	Yes
	N/A
	N/A

	Craniofacial malformation
	Yes
	No
	N/A

	Loss of eye pigmentation
	Yes
	Yes
	N/A

	Impaired autophagy
	No
	Yes
	Yes

	Delayed EGFR degradation
	No
	Yes
	Yes

	Upregulated Notch signaling
	Yes
	No
	N/A

	References
	This study
	Zhang et al., 2014


( ADDIN EN.CITE )

	Cai et al., 2010


( ADDIN EN.CITE ; Tian et al., 2005)



(N/A: not applicable.)
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Supplementary Table 2. The PCR primers used in quantitative PCR assay.
	gene
	Primer name
	qPCR primer sequence (5’→3’)

	zebrafish
	β-actin
	β-actin F
	GCTGTTTTCCCCTCCATTGTT

	
	
	β-actin R
	TCCCATGCCAACCATCACT

	
	runx1
	runx1 F
	ACCGTCTTCACAAACCCTC

	
	
	runx1 R
	CCTGGCTTTACTGCTTCATC

	
	cmyb
	cmyb F
	TGATGCTTCCCAACACAGAG 

	
	
	cmyb R
	TTCAGAGGGAATCGTCTGCT

	
	hey2
	hey2 F
	ATTGATGTGGGCAGCGAGAA

	
	
	hey2 R
	TGGGATGTGGTGGATGTGGA

	
	bloc1s2
	bloc1s2 F
	AGCCGAGCCCGAGAACA

	
	
	bloc1s2 R
	CTCCCTGCAAGAAAACCGA

	
	ephrinB2a
	ephrinB2a F
	CAAGGACAGCAAATCGAATG

	
	
	ephrinB2a R
	TGAGCCAATGACTGATGAGG

	mouse
	Hey1
	Hey1 F
	GCGCGGACGAGAATGGAAA

	
	
	Hey1 R
	TCAGGTGATCCACAGTCATCTG

	
	Hey2
	Hey2 F
	AAGCGCCCTTGTGAGGAAAC

	
	
	Hey2 R
	GGTAGTTGTCGGTGAATTGGAC

	
	Gapdh-1
	Gapdh F
	TCCCACTCTTCCACCTTCGATGC

	
	
	Gapdh R
	GGGTCTGGGATGGAAATTGTGAGG

	
	Hes1
	Hes1 F
	TGAAGGATTCCAAAAATAAAATTCTCTGGG

	
	
	Hes1 R
	CGCCTCTTCTCCATGATAGGCTTTGATGAC

	
	Hes5
	Hes5 F
	TTCCTTTGTATGGGTGGGTGC

	
	
	Hes5 R
	GAAGCCTTCAGA ACAGCCTGTG

	
	Notch1
	Notch1 F
	AGGACTGTCAGACTGTGGCTTAGC

	
	
	Notch1 R
	ATCCTGGGTTGTGCTCTTAGGAG

	
	Dll1
	Dll1 F
	AAGGATATAGCCCCGATGAATGC

	
	
	Dll1 R
	TGCTAACTCTGAGAGAACCAGCTTCG

	
	Itch
	Itch F
	TCACTTGGGCATAGGTCTCT

	
	
	Itch R
	TGTGCCCAGACACTGAGTTA

	
	Dtx2
	Dtx2 F
	CCCCTTACATCATCGACCTCC

	
	
	Dtx2 R
	GCGCACAGACCTCATGGTG

	
	BLBP
	BLBP F
	AGTCTGTGGTTCGGTTGGAT

	
	
	BLBP R
	TAACAGCGAACAGCAACGAT

	
	Gapdh-2
	Gapdh-2 F
	TGCGACTTCAACAGCAACTC

	
	
	Gapdh-2 R
	CTTGCTCAGTGTCCTTGCTG
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