
0
50

100
150
200
250

0
50

100
150
200
250

0 5 10 15
0

10

20

30

40

50

 

 

50
100
150
200
250
300
350
400

0

nuclear Msn4 level 
(normalized a.u.)

nu
cl

ea
r M

sn
2 

le
ve

l 
(n

or
m

al
iz

ed
 a

.u
.)

PSIP18 reporter expression 
(slow kinetics promoter)

A
(i)

60-min inhibitor inputs 

0 5 1015 20 25 30 40re
po

rte
r e

xp
. (

a.
u.

)

re
po

rte
r e

xp
. (

a.
u.

)

150 2 4 6 8 10 12
nuclear Msn2 level 
(normalized a.u.)

nuclear Msn4 level 
(normalized a.u.)

(ii)

0
100
200
300
400

 

 

nuclear Msn2 level (norm. a.u.) nuclear Msn4 level (norm. a.u.)

re
po

rte
r e

xp
. (

a.
u.

)

re
po

rte
r e

xp
. (

a.
u.

)

0
100
200
300
400

 

 

0 10 20 30 0 5 10 15

B

Figure 3 – figure supplement 4. Msn2 and Msn4 exhibit similar gene regulatory functions in single cells in 
response to 60-min inhibitor inputs. (A) (i) A scatter plot showing the relationship of the slow kinetics promoter PSIP18  
reporter expression with Msn2 and Msn4 activation at the single cell level. To cover the full dynamic range of TF translocation, the 
data from the experiments using 60 min inhibitor pulses with 0.1, 0.25, 0.5, 0.75 and 1 μM doses have been combined (n: 702 cells). 
(ii) Single-cell scatter plots showing the relationships between PSIP18  reporter expression with (left) Msn2 or (right) Msn4 nuclear 
level, respectively. Single-cell data are from (i). (B) Plots show the relationships between PSIP18  reporter expression and (left) Msn2 
or (right) Msn4, respectively. Single cells are binned based on their Msn2 or Msn4 nuclear level as indicated in the x-axis and the 
average of reporter expression is calculated for each binned groups of single cells and shown in the bar graphs. 


