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Transmembrane (TM) Autism Mutation Critical Region
NLGNL Y § KRRHDVH-RRCSPORfT T ------------ TNDLTHAPEEEIMSLOMKET DHEC 764
NIGN2 Y § -RRQELRCRRLSPPCIGSGSGVPGGGPLLPTAGRELE[PEEELVSLOLK----RGGG 753
NLGN3 Y § KRRQEPL-RQPSPORfGTG----------- APELGTAPEEELAALOQLG--PTIHHEC 755
NLGN4 Y S KRRHETH-RRPSPORINT ------------ TNDIAHIQNEEIMSLOQMKQLEHDHEC 743
Phosphorylation Site
®
Gephyrin-binding Domain Proline-rich Region PDZ
NIGNlI ESIHPHEVVLRTACH Y tureNTITMIPNT IeferQep----- LETFNTFTGGQOQNNTLPHPHPHPHS HSL TRV 843
NLGN2 VGADPAEA-LRPAC Y LLAPGALTLLPESGL GAENCHCHENENENENE s L E P FGPFPPPPPTATSHNNTLRPHP HSPR TRV 836
NIGN3 EAGPPHDT-LRLTAL Y LMTPNTITMIPNSLV[GLQT -~ - -~ LEHPYNTFAAGENSTG - -~ - - LPNSHSJLTRV 828
NLGN4 ESLQAHDT-LRLTC? Y LMTPNTITMIPNT LIfGH QP -~ - - - LETENTFSGGQNSTN -~~~ LPHGHSJETRV 816

Phosphorylation Site

AB9 @ A39 A4

Figure 5 - figure supplement 1



