Figure 6-figure supplement 1
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Csl scores for unbound ( negatnlve ) genomic genomic regions for JUN N ATF3 and for
regions for ATF3 N CEBPB in H1 cells peaks having TGACGCAT in K562 cells
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CSil scores for genomic regions bound by CSl scores for genomic regions bound by
ATF3 (ChIP-Seq) excluding peaks CEBPB (ChlP-Seq) excluding peaks
overlapping with CEBPB in H1 cells overlapping with ATF3 in H1 cells
~150 ~150
o o
o o
2 3
0 %)
© 50 ‘ O 50
0 0
™ < o= w o ™ < o ™ < o= W o ™ < O
E o0& Be b 5 E & 5 E S S & 5 E & &
< n w?® w g < w | < W owe W ow < W |
o og o o w o [8) o og o o w O (&)
E o S & = o ) I
3 moE E s} oEE
O <« <« 0O <« <



