	Source
	Mapped Reads
	rRNA
	miRNA

	293T Cells
	12089110
(100%)
	7905728
(65.4%)
	880093

	
	
	
	w/rRNA
(7.3%)
	w/o rRNA
(21.0%)

	293T Exosomes
	2811327
(100%)
	2242164
(79.8%)
	123679

	
	
	
	w/ rRNA
(4.4%)
	w/o rRNA
(21.7%)
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