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Figure 4—source data 3. Single nucleotide polymorphisms in the TFIIA5 coding region of 1419 rice accessions from RiceVarMap (� HYPERLINK "http://ricevarmap.ncpgr.cn/" �http://ricevarmap.ncpgr.cn�). Approximately 2.3% of these rice accessions encode mutated TFIIA5 (TFIIA5V39E) as rice line IRBB5. 
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IR24 (TFIIA5)          437498-437500:GTC: encoding valine (V) at 39th residue





IRBB5 (TFIIA5V39E)     437498-437500:GAG: encoding glutamine (E) at 39th residue








