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Figure 2—source data 2. Amino acid sequence alignment of the TFB regions of TALEs from Xanthomonas oryzae strains, composed of either 134 or 145 amino acids. The TFB regions of Tal7b and Tal8b of Xoo PXO99 have identical sequences. The leucine residues of PthXo7 are highlighted with red color. None of the TFB regions used for examination of their interaction with mutant TFIIA(5V39E interact with TFIIA(1. Xoo, Xanthomonas oryzae pv. oryzae; Xoc, Xanthomonas oryzae pv. oryzicola. H, high affinity interaction; L, low affinity interaction; N, no interaction; nd, not done. 
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