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Strain name HAC1 locus Other genome modifications Parental strain Notes
BY4741 –
YRDS1 ire1∆::HIS3MX6 BY4741
YRDS170 duh1∆::URA3 BY4741 
YRDS65 tma7∆::URA3 BY4741
YRDS80 YRDS65
YRDS83 YRDS65
YRDS84 YRDS65
YRDS5 hac1∆::URA3 BY4741
YRDS13 YRDS5 G223T mutation in HAC1 exon1
YRDS11 YRDS5 G115T mutation in HAC1 exon1
YRDS9 YRDS5 G19T mutation in HAC1 exon1
YRDS15 YRDS5
YRDS154 duh1∆::URA3 YRDS15 
YRDS20 YRDS5
YRDS36 YRDS5
YRDS46 YRDS5
YRDS159 duh1∆::URA3 YRDS26 
YRDS26 YRDS5
YRDS28 YRDS5
YRDS87 YRDS5
YRDS39 YRDS5
YRDS66 YRDS5
YRDS67 YRDS5
YRDS68 YRDS5
YRDS69 YRDS5
YRDS40 YRDS5
YRDS160 duh1∆::URA3 YRDS40 
YRDS118 ire1∆::HIS3MX6 YRDS40 
YRDS70 YRDS5
YRDS77 YRDS5
YRDS162 duh1∆::URA3 YRDS77 
YRDS71 YRDS5 Recoded 10-amino-acids
YRDS107 YRDS5
YRDS163 duh1∆::URA3 YRDS107 
YRDS30 YRDS5
YRDS31 YRDS5
YRDS156 duh1∆::URA3 YRDS30 
YRDS32 YRDS5
YRDS142 YRDS5
YRDS143 YRDS5
YRDS144 YRDS5
YRDS145 YRDS5
YRDS61 YRDS5 –HA tag
YRDS86 YRDS5
YRDS166 duh1∆::URA3 YRDS86 
YRDS49 YRDS5 –HA tag
YRDS54 YRDS5
YRDS167 duh1∆::URA3 YRDS54 
YRDS51 YRDS5 –HA tag
YRDS55 YRDS5
YRDS178 duh1∆::URA3 YRDS55 
YRDS53 YRDS5 –HA tag
YRDS57 YRDS5
YRDS164 duh1∆::URA3 YRDS57 
YRDS219 YRDS5
YRDS237 duh1∆::URA3 YRDS219 
YRDS255 ire1∆::HIS3MX6 YRDS219 
YRDS259 ire1∆::HIS3MX6 duh1∆::URA3 YRDS237 
YRDS221 YRDS5
YRDS241 duh1∆::URA3 YRDS221 
YRDS257 ire1∆::HIS3MX6 YRDS221
YRDS261 ire1∆::HIS3MX6 duh1∆::URA3 YRDS241
YRDS222 YRDS5
YRDS243 duh1∆::URA3 YRDS222 
YRDS258 ire1∆::HIS3MX6 YRDS222 
YRDS262 ire1∆::HIS3MX6 duh1∆::URA3 YRDS243 
YRDS213 YRDS5
YRDS235 duh1∆::URA3 YRDS213 
YRDS256 ire1∆::HIS3MX6 YRDS213 
YRDS260 ire1∆::HIS3MX6 duh1∆::URA3 YRDS235
YRDS220 YRDS5
YRDS239 duh1∆::URA3 YRDS220 
YRDS274 YRDS5 
YRDS350 duh1∆::URA3 YRDS274 
YRDS362 ire1∆::HIS3MX6 YRDS274
YRDS374 ire1∆::HIS3MX6 duh1∆::URA3 YRDS350
YRDS275 YRDS5 
YRDS352 duh1∆::URA3 YRDS275 
YRDS364 ire1∆::HIS3MX6 YRDS275
YRDS376 ire1∆::HIS3MX6 duh1∆::URA3 YRDS352
YRDS276 YRDS5 
YRDS354 duh1∆::URA3 YRDS276 
YRDS366 ire1∆::HIS3MX6 YRDS276
YRDS378 ire1∆::HIS3MX6 duh1∆::URA3 YRDS354
YRDS277 YRDS5 
YRDS356 duh1∆::URA3 YRDS277 
YRDS368 ire1∆::HIS3MX6 YRDS277
YRDS380 ire1∆::HIS3MX6 duh1∆::URA3 YRDS356
YRDS278 YRDS5 
YRDS358 duh1∆::URA3 YRDS278 
YRDS370 ire1∆::HIS3MX6 YRDS278
YRDS382 ire1∆::HIS3MX6 duh1∆::URA3 YRDS358
YRDS279 YRDS5 
YRDS360 duh1∆::URA3 YRDS279 
YRDS372 ire1∆::HIS3MX6 YRDS279
YRDS384 ire1∆::HIS3MX6 duh1∆::URA3 YRDS360
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Strain name HAC1 locus Other genome modifications Parental strainNotes

BY4741 –
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YRDS5 hac1∆::URA3 BY4741
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YRDS9 YRDS5
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YRDS154 duh1∆::URA3 YRDS15 
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YRDS118 ire1∆::HIS3MX6  YRDS40 
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YRDS162 duh1∆::URA3 YRDS77 

YRDS71 YRDS5 Recoded 10-amino-acids

YRDS107 YRDS5

YRDS163 duh1∆::URA3 YRDS107 
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YRDS31 YRDS5
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