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Figure 2 - Figure Supplement 1 

Figure 2 – Figure Supplement 1  
 
(A) Quantification of Lmx1a+ cells in the RL of  WT and Foxc1 null mutants indicate that there is no difference in Lmx1a expression. P=0.17. 
Scale bar = 20 um (B) Quantification of tdTomato+ cells present outside the EGL and RL area in WT and Foxc1 null mutants indicate that there 
is a significantly higher number of tdtomato+ cells present in the mutant, many of which are ectopic in nature. ***P<0.005  (C) Quantification of 
Ki67+ cells in the VZ of  WT and Foxc1hith/hith mutants indicate that there is no difference in proliferation. P=0.4. Scale bar = 100 um (D) Mid-
hindbrain expression of Foxc1 targets in e12.5 wild-type (black) and Foxc1hith/hith (grey) littermate embryos, assayed by qRT-PCR. Foxc1 
reduction decreases hindbrain mesenchyme expressed genes (Tgfb1, SDF1α, Bmp2 and Bmp4), but not neural tube expressed genes (Fgf15 
and Cxcr4).  *P<0.05, **P<0.0001.  
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