
GGGATCCTAATGACCAAGGAAAGCATGATTCTTCACACCGAGTTCATCCCTTATGTGATGGACCCTATACGCGGCCGCCC

TG GAGAATCCCG GTGCCGAGGC CGCTCAATTG GTCGTAGACA GCTCTAGCAC CGCTTAAACG CACGTACGCG C 

TGCATGTATTGAACAGCGACCTTGCCGGTGCCAGTCGGATAGTGTTCCGAGCTCCCACTCTAGAGGATCCCCGGGTACCG

TGTCCCCCGC GTTTTAACCG CCAAGGGGAT TACTCCCTAG TCTCCAGGCA CGTGTCAGAT ATATACATCC TG
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Figure 2 - Supplement 2. 
Sequence and orientation of the Widom 601 sequence used in this study.
Shown is the core 145 bp histone binding region of the 601 (blue) as well as flanking DNA. Numbering 
gives the distances from the dyad (zero).


