
GO Terms P-value

cell migration

1.52e-12

Downregulated in
Dnmt3a KO bulge cells (233 genes)

Cell differentiation

1.08e-15

Response to chemical 3.78e-7

Signal transduction 8.77e-8

GO Terms P-value

Hair follicle maturation

6.95e-5

Upregulated in
Dnmt3a KO bulge (265 genes)

Regulation of cell adhesion

1.46e-3

Wnt signaling pathway 1.84e-3

Cell proliferation 1.29e-6

GO Terms P-value

3.08e-6

Downregulated in
Dnmt3a KO IFE cells (53 genes)

Cell differentiation

Notch pathway 3.01e-3

Primary Metabolic Processes 1.34e-4

GO Terms P-value

Lipid biosynthetic process

2.85e-4

Upregulated in
Dnmt3a KO IFE (135 genes)

Long chain fatty acid metabolic process 

1.10e-3

Fatty acid homeostasis 1.84e-3

cell growth 1.46E-03

Metabolic process 7.76e-5
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Figure 4 Supplement 1
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