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final model: basic model + local mutation rate, genomic segments, and expression level 
                     + overdispersion based rate adjustment

model 1a: basic model + local mutation rate

model 1b: basic model + genomic segments

basic model: sample id, replication timing, and trinucleotides
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final model: basic model + local mutation rate, genomic segments, and expression level 
                     + overdispersion based rate adjustment

model 1a: basic model + local mutation rate

model 1b: basic model + genomic segments

basic model: sample id, replication timing, and trinucleotides
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