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Figure 7 -- figure supplement 1. Organ-specific EC gene expression. Genes with at least
4-fold differential mean expression between highest and lowest EC samples were identified from
microarray data (Nolan 2013). These genes were grouped by k-means clustering. Genes in clus-
ters containing selective heart or lung expression were analyzed further. Expression of these heart
or lung EC genes is displayed in B using hierarchical clustering.



