
	
	Mouse networks
(1,000 most abundant CDR3β AA sequences)
	Human networks
(1,000 most abundant CDR3β AA sequences)

	No. of connected nodes
(Random network)
	647±104
(225±64)
	208±80
(8±4)

	No. of edges
(Random network)
	1282±383
(152±52)
	367±201
(4±2)

	Correlation: Node degree vs. sequence abundance
	0.1166 (Spearman)

	0.0008 (Spearman)


	Correlation: Node degree vs. sequence sharing
	0.69 (Spearman)
	0.56 (Spearman)

	Correlation: Node betweenes vs. sequence sharing
	0.58 (Spearman)
	0.43 (Spearman)
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