Sundramoorthy et al., Figure 2 - figure supplement 2
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measured distance modelled

label location 1 label location 2 : !
distance ()  from structure (A)

diffrerence (A)

Chromodomain 256 ATPase lobe 1 524 435 38 55
ATPase lobe 1 524 ATPase lobe 2 759 62.5 61 1.5
Chromodomain 256 ATPase lobe 2 759 40.5 43 25



