Figure 1 - Supplement 1
A B

Canonical motifs

2
OCT4:SOX2 £ ]ngTIAT oA, P<10x10708 (44.0%) 100, S
0 =A. 1 y = AL entra nrichmen
2 @ 804 adjusted p value
ocT4 g ]NAT QAAAI p<1.9x10"  (20.6%) G — OCT4:SOX2  1.6x10%7
04 w— 604
de novo motifs ° — ATKYWAAT  1.3x107
2 40 4 R
ATKYWAAT s ]AT %AA 0 <1.0x10-0%0 (31.4%) g — OCT2 6.1x10°1%
o Z 20 — ATDCARA  7.7x102
ATDCARA 2 ]AT M p<21x107  (21.3%) N
0 ES

-100 -50 0 50 100
Total % Peaks with Motif 60.0% Position of Best Site
in Sequence (bp)

C D &,
» 1 p<1x1020
6
2 40 8 L 2 40 g T @ 10
‘@ Distal Regulatory ; » Promoter OCT4 targets ; = 1054
qC) Element OCT4 targets N ch H $
Q 301 -6 3 Q 30+ 63 =
- o - ® ©
S 2 $ . Z 0
r 20 -4 éj x 20 4 § S T
? a8 bl 2 2
£ 101 L2 o £ 10 2 g ©
< @ <t @ [&] 10" 4
4 > 14 > C
© 0 0% © 0 L0 2 L)
I T T T T T < I T T T T T < » 10°4
2 -1 0 1 2 2 -1 0 1 2 a A T
Distance from OCT4 Distance from OCT4 N @C\ &
Peak Centre (kb) Peak Centre (kb) N ¥ @Q’
< > Q'
Q o



