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N NNNN NNTNNNMNNTGM NGC G TG AGGGNCTCTCGTCCTCATTCTCT GTCT GGTAAT AAGGCTCCAGGT CCACGCTCAGGG GGAGGCTGAAGTTCTCGGGGAGGAAGCACCGGTTGCGAAGE
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130 140 150 160 170 180 190 200 210 220 230 240 250
GTCCTGCCCACAGCTGGACGCCCACGATGCC GATG GACGAAG CAGAGCAGCAGGACGTTGCCCAGCATAGACAAGGTGTCCAGCAGTAATGTGAC GAGAATGC GCATGC TGGGCACC CGG
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260 270 280 290 300 310 320 330 340 350 360 370 380 390
TTAATGGCCCTG AGCGGTCGCAGCACACGGACTGTCCTGACTGCGGAGAAGC TGACGT TCTGCAGGTCCAGCGAATACTCCAGCATCCCTGCAATGACAATG GTCAAGCCGGTTCCAAGTGTCTCCCAGGT
400 410 420 430 440 450 460 470 480 490 500 510 520 530

CATTTCTTCCC GATGCCCAAGGCCACCATCTTCACCACCATT TCCACAGC GAAGGC GATGAAGTCATCGAAGGCCTGCAGGATCCGGCAGC GCT GGGAGTCAC AGGCAATGTCCTCACACGGC CTG

Mt ot L

540 550 560 570 580 590 600 610 620 630 640 650 660
CATACCCAGAGTCACACAGT TGAGAAGAATGACCAGCATACTGACTCGCTCGAACCAC GGGTTACAGACCGTGCGGAGACAC CAGCTCCGC GGGCGGCTGTCCT GGCTCAAGTAGAAG CCACCGGGGCTAGCG
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670 680 690 700 710 720 730 740 750 760 770 780 790 800
CCGGG ACGGCAGCCCCTCCGCCTCGGA TCCGCGCTEICCGGGE CCTTTICC TCGA CCCGGCC CTGCCGNC CCCGGC CCGGACGGTCGTT GAGCTGCGTGA GCTACGGESCT GICCCGACTCCTC GGG CCGCT
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810 820 830 840 850 860 870 880 890 900 910 920
CCATCCTCTCCTCG CCATCTCTGGC AGCCG GGCCCGGGGEGTCC G GG GCGAGCGGAGCCCTC GGAGG GTCTCACGC ACGGG GACC GGT GGGGAG ATGT GGAACCGATTC TCG TGAGGGG ATT

i I i el Dt

930 940 950 960 970 980 990 1000 1010 1020 1030 1040 1050
GA CTGC GTGA CGTTATCTGA CTT TGC NC AGC AGCTGGTAC GA CTCGAATATTCGCCT GGAGC @®ATACATTCCTGCCGCGTTIT ACACGCCTGCTGG CCTGCGTACCACTTAT
1060 1070 1080 1090 1100 1110 1120 1130 1140 1150 1160 1170

CCNTGCACANIC CCTT CGCAGTGCGAAN C N GCCGC NNNCGCTTCCANN TNCNNNCT GAT GC GGNCC GAGNG ATTT CCTACATTGGCGATTCACCGAT GGNCCTCANANTC GCT NMNN
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1180 1190
NT ACCACCNACCGCAACCGT




