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Figure 2 – figure supplement 1. (A) Pictorial representation of PINCR genomic locus. Yellow boxes

represent annotated exons and blue boxes represent regions targeted by gRNAs (E5.1 and E3.1). HEK293T

cells were transfected with Cas9 alone (Lanes 1 and 2) or Cas9 along with gRNAs E5.1 and E3.1 (Lanes 3

and 4). Deletion was confirmed by genomic PCR using PINCR-CRISPR analysis primers. (B) Schematic of

generation of PINCR-KO HCT116 cells. (C, D) Partial genomic sequence of PINCR from Sanger

sequencing and snap-shot of PINCR locus (using BLAT) for the PINCR-KO#1 and PINCR-KO#2 HCT116

clones is shown. The p53RE is underlined and in green font.
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HCT116 PINCR KO#1

GAGAACCTGCCCAGGCCCTTGTCTGGACAAGGCACAGCATAGACAAAATTTGGCCAACAGATCCTAGT

CTCCCCACTTCTGTCA

HCT116 PINCR KO#2

GCCCTTGTCTGGACATGCCCACAATGGACTGGGGGCCGGCCTGCTCACTGGAAGATTTAAGGCTGAGA

TCTTGGACCCTCCTCCTAAAATTTACCTTAAAAGGTGAAGCAAGCACTAGTCTTGGAGACTATAAATTGG

AAAAAATGG 
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