Figure 1 - figure supplement 3
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Figure 1 - figure supplement 3. RNA-seq was performed in duplicate from HCT116 cells untreated (CTL)
or treated with DOXO (300 nM) for 16 hr (Li et al., unpublished). Snapshot of the RNA-seq data for the
PINCR locus (A), 5’end of PINCR (B) and 3’end of PINCR (C) is shown.



