[bookmark: _GoBack]Supplementary File 2: List of ABA signaling genes transcriptionally altered in ost1-2 sal1-8 +/- ABA.
	Complementation category
	Type of transcriptional regulation

	1
	Constitutive expression of ABA signaling genes in ost1-2 sal1-8

	2
	ABA-induced mis-expression specifically in ost1-2 sal1-8, but not in WT



	Category
	Gene
	Clade / Group
	AGI
	Fold Change
	Role(s) in ABA signaling
	Ref
	Expression pattern
(from eFP Browser) (1)

	Cat.

	
	
	
	
	ost1-2 alx8
	ost1-2 alx8 +ABA
	WT +ABA
	
	
	
	

	Transcription factor
	MYC2
	-
	AT1G32640
	-
	2.71
	-
	Transcriptional Regulation
	(2)
	Expressed in root, shoot and flowers. Induced in root in response to multiple abiotic stresses.
	2

	
	MYB61
	-
	AT1G09540
	0.61
	-
	-
	Transcriptional Regulation
	(3)
	Almost constant expression in all tissue types
	1

	Calcium Signaling
	Calcium-dependent protein kinase (CDPK)-related kinase 2 (CRK2)
	-
	AT3G19100
	2.08
	3.58
	3.53
	Role unknown
	-
	Expressed in most tissues. Induced by osmotic shock and salt stress
	1

	
	CDPK-related kinase 8 (CRK8)
	-
	AT1G49580
	-
	1.98
	-
	Role unknown
	-
	Low in most tissues, highest in developing seed. Downregulated by abiotic stress.
	2

	
	Calcium-dependent protein kinase 34 (CDPK34) 
	II
	AT5G19360
	3.45
	4.59
	1.60
	Unknown, but related to group II CDPKs (CDPK3, CDPK21, CDPK23) involved in regulation of anion channels SLAC1 and SLAH3 for stomatal closure
	(4, 5)
	Undetectable under standard conditions. Induced by multiple abiotic stresses, ABA
	1

	
	CDPK9
	II
	AT5G23580
	1.71
	1.90
	-
	
	
	Expressed in multiple tissues. Expression is not induced by stress or ABA.
	1

	
	CDPK19
	II
	AT5G19450
	-
	1.54
	-
	Regulates Catalase 3 (CAT3). KO has lower catalase activity, higher ROS, and diminished calcium inhibition of potassium inward currents. 
	(6)
	Strong expression in most tissues, but unchanged in response to ABA. Slightly induced in roots in response to osmotic shock
	2

	
	CDPK30
	III
	AT1G74740
	0.53
	-
	-
	Binds to ABA signaling transcription factor ABF4
	(7)
	Weak in all tissues. Not induced by stress or ABA.
	1

	
	CDPK32
	III
	AT3G57530
	2.25
	2.77
	1.75
	Regulates ABF4 activity and ABF4-regulated genes. Also binds to TFs (ABF1, ABF2, and ABF3).
	(7)
	Strong in pollen, almost none in other tissues. Expression is not induced by abiotic stresses
	1

	
	CDPK28
	IV
	AT5G66210
	2.05
	2.32
	-
	Role(s) unknown. Unlike group III CDPKs, CPK28 does not interact with ABF4
	(7)
	Strong in leaves. Not induced by ABA, but is induced in root in response to salt
	1

	
	Calcineurin B-like Protein 7 (CBL7) 
	-
	AT4G26560
	2.17
	3.01
	-
	Unknown. Related to CBL2 and CBL3 which are calcium sensors important for ABA responses. Similar to CBL2 and CBL3, CBL6 and CBL7 also contain tonoplast targeting sequences.
	(8-10) 
	Weak in most tissues. Expression is not strongly changed in response to abiotic stress or ABA
	1

	
	CBL6
	-
	AT4G16350
	0.54
	0.51
	0.46
	
	
	Weakly expressed in most tissues. Expression is slightly downregulated by abiotic stresses.
	1

	
	CBL-interacting serine/threonine-protein kinase 6 (CIPK6) 
	I
	AT4G30960
	1.76
	3.18
	2.75
	Activates the key K+ channel in ABA signaling, AKT1. Interacts with ABA signaling regulator CBL1, which regulates ROS and NADPH oxidase activity. 
	(11-13)
	Moderately expressed in most tissues. Expression induced by osmotic shock, salt, drought and ABA.
	1

	
	CIPK10 
	I
	AT5G58380
	1.60
	1.60
	-
	Unknown. Interacts with CBL9, which regulates ROS homeostasis and NADPH oxidase. Closely related to CIPK15 involved in ABA signaling. 
	(13, 14) 
	Strong in pollen, almost none in other tissues. Induced by osmotic shock and salt stress.
	1

	
	CIPK7
	I
	AT3G23000
	-
	1.97
	-
	Unknown. Binds CBL1, which regulates ROS homeostasis in ABA signaling and stomatal closure
	(13)
	Weakly expressed in most tissues. Expression induced by cold, osmotic shock and salt.
	2

	
	CIPK1 
	II
	AT3G17510
	2.14
	1.79
	0.65
	Regulator of ABA responses. Binds the ABA signaling regulator CBL1.
	(12, 13)
	Strong in pollen, very low in other tissues. Induced in shoots, roots by osmotic shock, drought, salt.
	1

	
	CIPK21 
	II
	AT5G57630
	0.43
	0.46
	-
	Interacts with CBL1, 2, 3 and 9, which regulate ABA signaling. Closely related to CIPK1, a regulator of ABA responses. 
	(12, 13, 15)
	Moderately expressed in most tissues, strongest in pollen. Induced in root and shoot by cold, osmotic shock and drought, but not ABA.
	1

	
	CIPK3
	II
	AT2G26980
	-
	0.63
	-
	Related to CIPK26, regulator of ABA responses that interacts with CBL9, which regulates ROS and NADPH oxidase activity 
	(13, 16)
	Strongly expressed in mature leaves. Expression slightly downregulated by abiotic stress and ABA.
	2

	ROS Homeostasis
	Glutathione Peroxidase 3 (GPX3)
	-
	AT2G43350
	0.63
	0.56
	-
	Negative regulator of ROS. KOs have increased ROS and stomatal closure in response to ABA 
	(17)
	Strongly expressed in most tissues. Expression slightly downregulated by abiotic stresses.
	1

	SNARE Complexes / Protein Import
	Syntaxin 41 (SYP41)
	4
	AT5G26980
	-
	2.36
	-
	Specific role unknown, but forms protein complex with SYP61, which is important for stomatal closure
	(18, 19)
	Moderate in most tissues. Induced in root and shoot by osmotic shock and drought, not by ABA.
	2

	
	Syntaxin 124 (SYP124)
	12
	AT1G61290
	2.04
	1.95
	-
	Unknown, but related to SYP121, which regulates stomatal closure together with SYP61
	(19, 20)
	Strong in pollen, almost none in other tissues. Expression induced in roots by salt stress.
	1
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