Figure 2 — supplement 1

Tim44 protein sequence alignment
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295 303
TRHLREY-IVPEILEAYVKGDVKVLKKWFSEAPFNVYAAQQKIFKEQ
LOYLREY-IVPEVTEAYVKGDKEVLKTWLSEAPFSVYETTTKEYAKH
WLRFCETKIIPNILEAFIRFDLEVLQSWCHERAYTQLSTVVKEYQKM
FLRDCETDIIPNILESIVRGDLEILKDWCFESTFNIIANPIKEAKKA
FLHQCETDIIPNILEAMISGELDILKDWCYEATYSQLAHPIQQAKAL
FLKQCENDIIPNVLEAMISGELDILKDWCYEATYSQLAHPIQQAKAL

342345 350 370
DVYA-DGRILDIRGVEIVSAKLLAPQDIPVLVVGCRAQEINLYRKKK
GVVS-VGKILDIRGVDIMSQRLLOPNDIPVFIVTFRTQEVHMFKDAA
HFSTKDSRIIDINKVEMATGKMMEQG--PVLIISFQVYMINVTKNAD
GVYL-DSKILDIENIELAMGKVMEQG--PVLIITFQAQQIMCVRDQ-
GFQF-HSRILDISNVDLAMGKMMEQG--PVLIVTFQAQVVMVIKNSK
GLQF-HSRILDIDNVDLAMGKMMEQG--PVLIITFQAQLVMVVRNPK
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