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290 TRHLREY-IVPEILEAYVKGDVKVLKKWFSEAPFNVYAAQQKIFKEQ 335
286 LQYLREY-IVPEVTEAYVKGDKEVLKTWLSEAPFSVYETTTKEYAKH 331
287 WLRFCETKIIPNILEAFIRFDLEVLQSWCHERAYTQLSTVVKEYQKM 333
291 FLRDCETDIIPNILESIVRGDLEILKDWCFESTFNIIANPIKEAKKA 337
315 FLHQCETDIIPNILEAMISGELDILKDWCYEATYSQLAHPIQQAKAL 361
315 FLKQCENDIIPNVLEAMISGELDILKDWCYEATYSQLAHPIQQAKAL 361

336 DVYA-DGRILDIRGVEIVSAKLLAPQDIPVLVVGCRAQEINLYRKKK 381
332 GVVS-VGKILDIRGVDIMSQRLLQPNDIPVFIVTFRTQEVHMFKDAA 377
334 HFSTKDSRIIDINKVEMATGKMMEQG--PVLIISFQVYMINVTKNAD 378
338 GVYL-DSKILDIENIELAMGKVMEQG--PVLIITFQAQQIMCVRDQ- 380
362 GFQF-HSRILDISNVDLAMGKMMEQG--PVLIVTFQAQVVMVIKNSK 405
362 GLQF-HSRILDIDNVDLAMGKMMEQG--PVLIITFQAQLVMVVRNPK 405
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