Fold recombination rate

1.0

3.0

2.5

2.0

1.5

0.5

0.0

—— LD-based
~~~~~~~~~~~ Pedigree-based

B TSS
B CGl

20 40 60 80

Distance to nearest feature (kb)

100

Fold recombination rate

1.0

3.0

2.5

2.0

1.5

0.5

0.0

Human

YRI: LD-based
CEU: LD-based
AA: Ancestry-based

20 40

60 80

Distance to nearest feature (kb)

100




