DNAJB1CTD dimer
@ PDA
Class A O DCA o
J-domains (JDs) @ Cross-linking
% Complex formation
defective (RRR)
point mutations
K209
K209
DNAJA2'P
O Proteobacteria
@ Firmicutes
@ Other bacteria
OArchaea N
OFungi .’/ prekaryotes eukaryotes
@ Viridiplantae
@ Other Eukaryotes 4
B £64%
B F322
cl B E61%*
ass
C-terminal domains D
(CTDs) . class AJDs
)
O Proteobacteria, ¢
@ Firmicutes
@ Other bacteri 4
o enj acteria o - @ Group 1
ungi O Group 2
@ Viridiplantae P
@ Other Eukaryotes
E F
B+ e 8+ v v e
2 gl i LABL -l
8 . 8
§ 6 llllllllllllllllllllllllll o § 14 .........................
5 . B A2k
g 5 o 2
o R O 10F -« - v
§ sl S §
g 8 8 .........................
S oBf e I3
S : 8 BF - e
S ol C 5
e 2 : R S
1. ... I .................... g 2 I .....................
1 | 1 I'i o d ; ;
0 0.5 1 15 2 0 0.5 1 15 2
Contact Index X 104 Contact Index x 10

Figure 2 - figure supplement 1
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