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Figure 2 – supplement 3. Crystal structure of AcrBZ complex with puromycin bound (PDB ID 5NC5). (A) Ribbon representation of AcrBZ/puromycin trimer. (B) Individual AcrB protomers in the structure. Protomers O, L and T are colored in Red, Green, and Blue, respectively.  (C) An enlarged view of puromycin in the deep binding pocket of the T protomer. The green density was calculated with a feature enhanced procedure in PHENIX. The schematic on the right shows the main contacts between puromycin and AcrB.
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