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Figure 2 - Figure Supplement 1.

RFRP-induced sleep is not due to a dose-response of individual RFRP peptides.

Locomotor activity and sleep assayed for WT, heterozygous transgenic and homozygous
transgenic animals. Representative behavioral traces of daytime activity (A,E,l) and sleep (B,F,J)
following afternoon heat-shock induced transgene overexpression are shown as mean + SEM.
Yellow bars indicate heat shock. Pre- and Post-HS data is calculated for the day of HS. Two
(C,D,K,L) or four (G,H) pooled experiments are quantified as mean + SEM. Red bracketed post-
hoc comparisons demonstrate that RFRP-induced sleep is not due to a dose-response of
individual RFRP peptides. White and black bars under behavioral traces indicate day (14 hours)
and night, respectively. n.s.=not significant. *<P<0.05, ***P<0.005 by Two-way ANOVA with Holm-
Sidak post-hoc test. Comparisons are between WT and heterozygous transgenic siblings, and

their homozygous transgenic cousins, because it was not possible to distinguish heterozygous
and homozygous transgenic animals by PCR.



