
Figure 5-Supplement 2

A. NMD machinery
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? SMG9 is only present in vertebrartes and the chytrid S. punctatus, with 
unclear orthology. SMG8/9 homologs present in most eukaryotes.

* Possible serial duplications of SMG5/6/7 at the Metazoa LCA (origin of 
SMG5, 6 and 7). Ichthyosporeans have extra SMG5/6/7 metazoan-like
paralogs of unclear orthology (see Fig5-Supplement 3).

** *

B. SR splicing factors
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* SRSF1-9 is absent in Fungi but present in
Parvularia atlantica (Nuclearid, Holomycota)

** Ancestral eukaryotic SRSF4-5-6 had one 
RRM_1 domain, which duplicated internally
at the Opisthokonta LCA
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? Present in A. thaliana according 
to Plass et al. 2008
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N. longa: highly partial
transcriptome assembly*

C. RNA-binding domains


