
Figure	3-Supplement	2:	Cell	cycle	progression	determined	by	FACS	analysis	of	DNA	content	of	elutriated	early	cells	of	the	
indicated	genotype	released	in	SC-D	at	30°C.	The	peak	cell	size	(in	fL)	and	the	budding	index	are	given	for	each	Ime	point.	BI,	
Budding	index.	The	red	arrow	indicates	when	half	of	cells	have	budded.	ElutriaIons	were	done	three	to	six	Imes	
independently	for	each	strain;	one	example	is	shown	(corresponding	to	Figure	3A-C).	Strain	number	is	indicated	atop	each	
histogram.	
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