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A. Yeast strains used in this study
	Strains
	Genotype
	Use
	Source

	SEY6210
	MATα, leu2-3,112 ura3-52 his3-Δ200 trp1-Δ901 lys2-801 suc2-Δ9 
	Throughout
	(Robinson et al., 1988)

	SEY6210.1
	MATa, leu2-3,112 ura3-52 his3-Δ200 trp1-Δ901 lys2-801 suc2-Δ9 
	Throughout
	(Robinson et al., 1988)

	SEY6211
	MATα, leu2-3,112 ura3-52 his3-Δ200 trp1-Δ901 ade2-101 suc2-Δ9 
	Throughout
	(Robinson et al., 1988)

	BY4741 knock-out collection
	MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0, each gene was knocked out by KAN.
	Figure S1
	GE Dharmacon

	
	
	Figure 1
	

	BHY154
	SEY6210, Vph1-mCherry::TRP
	Figure 1A
	(Han and Emr, 2011)

	LZY376
	SEY6210, Vph1-mCherry::TRP, ssh4Δ::HPH
	Figure 1B
	This study

	LZY137
	SEY6210, Ypq1-SBP-GFP-HIS3::LEU
	Figure 1D
	This study

	LZY138
	SEY6211, Ypq1-SBP-GFP-HIS3::LEU
	Figure 1D
	This study

	
	
	Figure2
	

	YMB482
	SEY6210, vps27Δ::HIS3, Vph1-mCherry::TRP1 
	Figure 2A
	This study

	JJY162
	SEY6210, Ypq1-GFP::TRP1, doa4Δ:KAN, pRS426-Myc-Ub
	Figure 2B
	This study

	JJY165
	vps27Δ::HIS3, Ypq1-GFP::TRP1, doa4Δ::KAN, pRS426-Myc-Ub
	Figure 2B
	This study

	JJY111
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP, vph1-mCherry::TRP
	Figure 2D, 2E
	This study

	JJY106
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP
	Figure 2F
	This study

	LZY496
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP, ssh4Δ::KAN
	Figure 2F
	This study

	
	
	Figure3
	

	JJY149
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP, vps18Δ::Trp1, vps18ts::URA, vph1-mCherry::KAN
	Figure 3A, 3B
	This study, 

	LZY445
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP, vam7Δ::KAN, vam7ts::URA, vph1-mCherry::HPH
	Figure 3C, 3D
	This study

	JJY135
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP, sec18ts, vph1-mCherry::TRP1
	Figure 3E, 3F
	This study

	
	
	Figure4
	

	LZY394
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU,Ypq1-GFP-2xFKBP::TRP, vps4Δ::HPH, pRS306-vps4ts::URA, Vph1-mCherry::KAN
	Figure 4A,4B
	This study

	YMB444
	SEY6210, Vph1-mCherry::TRP, vps34Δ::HIS
	Figure 4C
	This study

	
	
	Figure5
	

	LZY263
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP, vps27Δ::HPH
	Figure 5D
	This study

	
	
	Figure6
	

	LZY700
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP, Hse1-mCherry::HPH
	Figure 6A
	This study

	LZY397
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP, Vps23-mCherry::HPH
	Figure 6B
	This study

	
	
	Figure7
	

	LZY448
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP, pep12Δ::HIS, pep4Δ::HPH, atg9Δ::KAN, vma4Δ::KAN, 
	Figure 7A, 7E, 7F
	This study

	LZY463
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP, pep12Δ::HIS, pep4Δ::HPH, atg9Δ::KAN, vma4Δ::KAN, pRS306-Hse1DUB::URA
	Figure 7B, 7C, 7E, 7F
	This study

	LZY471
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP, pep4Δ::HPH, atg9Δ::KAN, vma4Δ::KAN
	Figure 7D, 7F
	This study

	
	
	Figure2-figure supplemental 1
	

	TDY27
	SEY6210, vam3ts
	Figure2-f.s.1A
	(Abeliovich et al., 1999)

	SRY18T-1
	SEY6210, vps18ts
	Figure2-f.s.1A
	(Rieder and Emr, 1997)

	JJY195
	SEY6210, Ypq1-GFP::Kan, vps18ts, doa4Δ::His3, pRS426-Myc-Ub
	Figure2-f.s.1B
	This study

	JJY196
	SEY6210, Ypq1-GFP::TRP1, vam3Δ::His3, vam3ts::LEU2, doa4Δ::KAN, pRS426-Myc-Ub
	Figure2-f.s.1B
	This study

	
	
	Figure2-figure supplemental 2
	

	LZY701
	SEY6210.1,MATa, tor1-1, fpr1Δ::NAT, Ypq1-GFP-2xFKBP::TRP, Vph1-mCherry::TRP
	Figure2-f.s.2
	This study

	
	
	Figure2-figure supplemental 4
	

	LZY562
	SEY6210, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Can1-GFP-2xFKBP::TRP, Vph1-mCherry::KAN
	Figure2-f.s.4A,B
	This study

	LZY561
	SEY6210, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Kex2-GFP-2xFKBP::TRP, Vph1-mCherry::KAN
	Figure2-f.s.4C,D
	This study

	LZY560
	SEY6210, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Vph1-GFP-2xFKBP::TRP, pLZ476
	Figure2-f.s.4E,F
	This study

	LZY564
	SEY6210, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Nhx1-GFP-2xFKBP::TRP, Vph1-mCherry::KAN
	Figure2-f.s.4G,H
	This study

	
	
	Figure3-figure supplemental 1
	

	LZY630
	SEY6210, Vph1-mCherry::TRP, pRS305-Mup1-GFP::LEU
	Figure3- f.s. 1A,B,C
	This study

	JJY171
	SEY6210, Vph1-mCherry::KAN, pRS305-Mup1-GFP::LEU, , vps18Δ::TRP1, vps18ts::URA
	Figure3- f.s. 1A,B
	This Study, 

	JJY170
	SEY6210, Vph1-mCherry::TRP, pRS305-Mup1-GFP::LEU, sec18ts
	Figure3- f.s. 1A,C
	This study

	TKY025
	SEY6210, Mup1-GFP::KAN, Vph1-mCherry::TRP
	Figure3- f.s. 1D
	This study

	LZY570
	SEY6210, Mup1-GFP::KAN, Vph1-mCherry::TRP, vam7Δ::KAN, vam7ts::URA,
	Figure3- f.s. 1A,D
	This study

	
	
	Figure6-figure supplemental 1
	

	LZY703
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP, Vps36-mCherry::HPH
	Figure6- f.s. 1
	This study

	
	
	Figure6-figure supplemental 3
	

	LZY395
	SEY6210.1, tor1-1, fpr1Δ::NAT, pRS305-pGPD-FRB-3xUb::LEU, Ypq1-GFP-2xFKBP::TRP, Vps23-mCherry::KAN, vps4Δ::HPH, pRS306-vps4ts::URA, pLZ698
	Figure6- f.s. 3A,B
	This study




B. Plasmids used in this study
	Name
	Description
	Use
	Source

	MLP379
	pFA6a-GFP-2xFKBP::TRP
	Throughout
	This study

	MLP479
	pRS305-pGPD-FRB-3xUb
	Throughout
	This study

	
	
	Figure 1
	

	MLP350
	pRS416-Ypq1-SBP-GFP
	Figure 1A,B
	This study

	pLZ64
	pRS305-Ypq1-SBP-GFP-His3
	Figure 1D
	This study

	
	
	Figure 2
	

	MLP280
	pRS426-Myc-Ub
	Figure 2B
	This study

	
	
	Figure 3 
	

	pLZ730
	pRS306-vam7ts
	Figure 3C,D
	This study and (Sato et al., 1998)

	
	
	Figure 4
	

	pLZ336
	pRS306-vps4ts
	Figure 4A,B
	This study and (Babst et al., 1997)

	pLZ562
	pRS416-pADH1-GFP-2xFYVE (from Vps27, 165-231)
	Figure 4C
	This study

	
	
	Figure 7
	

	pPL4586
	pRS306-Cup1-Hse1UL36-3HA
	Figure 7B,C,D,E
	(MacDonald et al., 2012)

	
	
	Figure 1-figure supplemental 1
	

	MLP359
	pRS416-Ypq1-sbp-pHluorin
	Figure 1-f.s. 1
	This study

	
	
	Figure 2-figure supplemental 2
	

	pLZ576
	pRS416-Ypq1-mCherry 
	Figure 2-f.s. 3A,B,C
	This study

	pLZ476
	pRS416-pPRC1-mCherry-ALP
	Figure 2-f.s. 4E
	This study

	
	
	Figure 6-figure supplemental 3

	

	pLZ698
	pRS413-pCUP1-Hse1(Δ288-375)-UL36
	Figure 6-f.s. 3A,B
	This study
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