
ScoQcrA    PEVRAKVHADFKQGAKESVIGRRKLIRN------TMLGALTLVPLSGVVLLRDLGPLPG---TKLRHTLWSKGKL
MtuQcrA    -IDRKTVVANLTDAFEGSTIRRRKLIGLSFGVGMGAFGLGTLVAFAGGLIKNPWKP-VVPTAEGKKAVLWTSGWT
CglQcrA    -VDRRTIVALLNDSWQTSTLGRRKLIMGLAGGGAVLAGL-TIIAPMGGMIKNPWNPKEGPMDVQGDGTLWTSGWT
Para       -MEIKPVSHADEHAGDHGATRRDFLYYATAGAGTVAAGAAAWTLVN---QMNPSADVQALASIQVDVSGVETGTQ
Rhodo      ----------MSNAEDHAGTRRDFLYYATAGAGAVATGAAVWPLIN---QMNPSADVQALASIFVDVSSVEPGVQ
 

ScoQcrA    1 -------------------------------------MSSQDIPEENLPAEQDRPHGAAA 
MtuQcrA    1 MSRADDDAVGVPPTCGGRSDEEERRIVPGPNPQDGAKDGAKATAVPREPDEAALAAMSNQ 
CglQcrA    1 ----------------------------------------MSNNNDKQYTTQELNAMSNE 
 
 
ScoQcrA   24 RPADETNPFADPGLPPHEPRVQDVDERAAKRSERTVALLFTLSMLATIAFIAAFVAIDVD 
MtuQcrA   61 ELLALGGKLDGVRIAYKEPRWPVEGTKAEKRAERSVAVWLLLGGVFGLALLLIFLFWPWE 
CglQcrA   21 DLARLGTELDDVTIAYRKERFPIANDPAEKRAARAVTFWLVLGIIGGLGFLATYIFWPWE 
 
 
ScoQcrA   84 KSVYIFP-LGHISALNFALGMTLGVALFAIGAGAVHWARTLMSDEEVADERHPIEASPEV 
MtuQcrA  121 FKAADGESDFIYSLTTPLYGLTFGLSILSIAIGAVLYQKRFIPEEISIQERHDGASREID 
CglQcrA   81 YKAHGDEGLLAYTLYTPMLGITSGLCILSLGFAVVLYVKKFIPEEIAVQRRHDGPSEEVD 
 
 
ScoQcrA  143 RAKVHADFKQGAKESVIGRRKLIRN------TMLGALTLVPLSGVVLLRDLGPLPG---T 
MtuQcrA  181 RKTVVANLTDAFEGSTIRRRKLIGLSFGVGMGAFGLGTLVAFAGGLIKNPWKP-VVPTAE 
CglQcrA  141 RRTIVALLNDSWQTSTLGRRKLIMGLAGGGAVLAGL-TIIAPMGGMIKNPWNPKEGPMDV 
 
 
ScoQcrA  194 KLRHTLWSKGKLLVNMNTNEPLR------------------------------PSDVAVG 
MtuQcrA  240 GKKAVLWTSGWTPRYQGETIYLARATGTEDG---------------PPFIKMRPEDMDAG 
CglQcrA  200 QGDGTLWTSGWTLVENDVKVYLGRDTAAIAESHTDATGEHWSTTGVSRLVRMRPEDLAAA 
 
 
ScoQcrA  224 SLTFAMPEG--------------LEEHDEDFQNEIAKAALMIIRLEP----DSIKDKREL 
MtuQcrA  285 GMETVFPWRESDGDG-----TTVESHHKLQEIAMGIRNPVMLIRIKPSDLGRVVKRKGQE 
CglQcrA  260 SMETVFPLPAEMVNDGAEYDPAKDVYEHQMHSVHGPRNAVMLIRLRTADAEKVIEREGQE 
 
 
ScoQcrA  266 EWSHEGIVAYSKICTHVGCPISLYEQQTHHALCPCHQSTFDLADGARVIFGPAGHALPQL 
MtuQcrA  340 SFNFGEFFAFTKVCSHLGCPSSLYEQQSYRILCPCHQSQFDALHFAKPIFGPAARALAQL 
CglQcrA  320 SFHYGDYYAYSKICTHIGCPTSLYEAQTNRILCPCHQSQFDALHYGKPVFGPAARALPQL 
 
 
ScoQcrA  326 RIGVNDEGYLEALGDFEEPVGPAYWERG-- 
MtuQcrA  400 PITIDTDGYLVANGDFVEPVGPAFWERTTT 
CglQcrA  380 PITVDEEGYLIAAGNFIEPLGPAFWERKS- 
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