tSNE dimension 2

E13.5 HB9+ primary cells

tSNE dimension 2

tSNE dimension 1

Motor neuron markers

tSNE dimension 2

Tubb3 N
18
. y . 16
3 14
° ® 12
Fioere & 10
’ 8
- op ofeF o 6
L4 P A
2 ,M' 4
2
Lo
Fabp7
.
BP0, B2
')
WL AR
v
b | &,,
.a?f} 'g";

| 4 o° L |20 . TN |
B"ee

L 10

=0

tSNE dimension 1

tSNE dimension 1

(129 / sIAIN) uoissaidx3

(129 / SIAIN) uolssaidx3

tSNE dimension 2 tSNE dimension 2

tSNE dimension 2

Collagen rich subpopulation markers

Sparc

20
o . Xy E» 18
ﬁg"}"p} 3‘1&' 16
g 0 S
ol ) ‘kf - 12
on® L 10
.I'l s
» » %% ;- 6
il
Lo

Csfir

ST
- ; ,vf«: -
Ly

o

Col4a1

v ® & 0 O N ®

(1129 / SININ) uoissaldxg

Unknown subtype markers

tSNE dimension 1

o - N ® b a0 0O N ®

Cops4

tSNE dimension 1

5

o

R
&
(1199 / SINN) uoissaldxy

n

o o =
o

(190 / sININ) uoissaidxg

Figure 5-figure supplement 1. Heterogeneity within the HB9+ E13.5 primary motor neuron population. This figure
shows the raw expression of a set of marker genes that were used to identify the subpopulations indicated in Fig. 2e.
Two markers are shown per subpopulation, with their expression intensity overlaid on the original tSNE embedding.



