STAG2 gene locus (Chromosome Xq25)

Exon 8 sgRNA 502
AGGATTGTCTGACTCACAAGTCAGAGCATTTCGACATACAAGCACCUIGGCAGGTCGGTATTTAGAAA
G L S DS Q VU RATF®RUHT S T L A
206 222

Exon 9 sgRNA 505
AATAAAATGATTGGAAAACGAGCCAATGAGAGGLTAGAACTCCTGCTACAAAAGCGGAAAGAGGTARA
N K M I G K R A NZEJZ RTULZETLTL UL Q K R K E
253 273

Exon 8 v sgRNA STAG2_16

GATAGTGGAGATTATCCACTTACCATGGCTGGTCCTICAGTGGAAGAAGTTCAAATCCAGTTTTTGTGA
D S G DY P L TMA ATG G P Q W KK F K S S F C

155 176

Exon 9 sgRNA STAG2_19
AATARAATGATTGGAAAACGAGCCAATGAGAGGCTAGAACTCCTGCTACAAAAGCGGARAGAGGTARA
N K M I G K R A NER L E L L L Q K R K E
253 273

5g502
sg505

HCT 116 parental STAG2 wt (single allele)
W 1268aa | HCT 116 502wt clone (single allele)
s 8 KBM-7 parental STAG2 wt (single allele)
2
Stop

HCT116 STAG2- 505¢1

260 aa p.M255ins*7 random sequence insertion resulting in stop codon at 261
Stop
m 240 HCT116 STAG2- 502c4
aa p.T220fs*22 10 bp insertion resulting in stop codon at 241
Stop .
KBM-7 STAG2- 16_19c12 (single allele)
1 I:m 178 aa p.P166fs*14 10 bp deletion resulting in stopcodon at 179
p.N261fs* 10 bp deletion resulting in an immediate stop at 261
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. Figure 1-figure supplement 1



