
C
C

A

mt-tRNATyr -1
(lacking DB)

mt-tRNATyr

mt-tRNACys

A
A

A
A

A
A

A
A

mt-tRNATyr -1(A)n
(polyadenylated 

intermediate)

mt-tRNATyr -1A
(with DB)

mt-tRNATyr -1ACCA
(mature tRNA)

PDE12

ELAC2
mtPAP

mtPAP
TRNT1

A

B

D

C

-/-
 +

 E
35

1A
-/-

 +
 P

D
E

12

+/
+

-/- -/-
 +

 m
tP

A
P

+/
+ 

+ 
m

tP
A

P

10

0

[nt]

Intensity [a.u.]
0 70k70k 0 70k0 70k0 70k0 70k0

+/
+

 -/
-

+/
+ 

+ 
m

tP
A

P

-/-
 +

 m
tP

A
P

-/-
 +

 E
35

1A

-/-
 +

 P
D

E
12

-1

-1ACCA

-1

-1ACCA

+/+

 -/-

+/+ + mtPAP

-/- + mtPAP

-/- + E351A

-/- + PDE12

 +1  +2  +3  +4  +5  +6  +7  +8  +9 +10

100

80

60

40

20

0

DB CCA mt-tRNA extension

100

80

60

40

20

0

100

80

60

40

20

0

100

80

60

40

20

0

100

80

60

40

20

0

100

80

60

40

20

0

 +1  +2  +3  +4  +5  +6  +7  +8  +9 +10

 +1  +2  +3  +4  +5  +6  +7  +8  +9 +10

 +1  +2  +3  +4  +5  +6  +7  +8  +9 +10

 +1  +2  +3  +4  +5  +6  +7  +8  +9 +10

 +1  +2  +3  +4  +5  +6  +7  +8  +9 +10

T G C A 

Figure 6-Fig. Suppl 1  - Pearce et al.
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