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Figure 2 Supplement 3. Cross-validation procedure to test for impact of respective dataset used for HRF extraction. (A) Animal C1 experiment 1 analyzed with HRF extracted from animal C4; cluster size 
= 810, T-value (max.) = 10.86. (B) Same animal as in (A) analyzed with HRF extracted from animal C2; cluster size = 641, T-value (max.) = 11.36. (C) Animal 2 analyzed with HRF extracted from animal C1 (average 
of both experiments); cluster size = 1492, T-value (max.) = 13.16. (D) Same animal as in (C) analyzed with HRF extracted from animal C4; cluster size = 1912, T-value (max.) = 13.95. (E) Flow chart depicting cross-
validation procedure. 
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