Supplementary file 2A. Half-life of DHHC6 in different palmitoylation states. The half-life was estimated from the decay rate constant obtained through parameter estimation. The half-life is calculate as: ln(2)/kd.
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[bookmark: _GoBack]Supplementary file 2B. Total amount of protein in steady state relative to WT for WT and CAA mutant in different conditions. The table shows the total protein in steady state in the model relative to the abundance of DHHC6 observed in steady state in WT conditions. Simulations are performed for WT and CAA mutant under control conditions, after overexpression of DHHC16 and after silencing of APT2.
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image1.emf
Range [2nd

Species | Half-Life (h) 3rd] quartiles lower error | upper error
(C 000 39.5 [25.71-51.27] 13.7843 11.776011
G100 5.22 [3.47-7.63] 1.7435 2.4150279
Co >100 1
C oot 17.82 [10.78-31.50] 5.915 14.801977
C 1o 6.21 [2.75-22.69] 3.4644 16.475477
C o 8.26 [2.76-19.62] 5.4935 11.367858
Cor >100 1

0.26 [0.09-0.94] 0.1699 0.6836557
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image2.emf
Amount Range [2nd
Protein Condition | (relative to 3rd] lower error |upper error
WT control) | quartiles
WT Control 100% [70-112] 30 12
wT OE DHHC16 84% [27-104] 47 20
wT siRNA APT2 28% [14-34.54] 14 6.52
CAA Control 73% [43-91] 30 18
CAA |OEDHHC16|  31%  |[19.60-41.50]| 12 105
CAA siRNA APT2 31% [20-38] 11 7
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