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Figure 1-figure supplement 1: 10% of altORFs are present in different classes of 

repeats. 

While more than half of the human genome is composed of repeated sequences, only 9.83% 

or 18,003 altORFs are located inside these repeats (a), compared to 2,45% or 1,677 CDSs 

(b). AltORFs and CDSs are detected in non-LTR retrotransposons (LINEs, SINEs, SINE-

VNTR-Alus), LTR repeats, DNA repeats, satellites and other repeats. Proportions were 

determined using RepeatMasker (version 3.3.0). 
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