
Number of alternative/reference protein pairs with shared InterPro entries 
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Figure 11-figure supplement 2. Some reference and alternative proteins have identical 

functional domains. 

The number of reference/alternative protein pairs with identical domains (n = 49) is higher 

than expected by chance alone (p<0.001). The distribution of expected pairs with identical 

domains and the observed number are shown. This is the same analysis as the one presented 

in figure 11b, with the zinc finger domains taken out. 
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