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Figure 8-figure supplement 1. Alternative proteome sequence analysis and classification in
P. troglodytes, M. musculus, B. Taurus, D. melanogaster and S. cerevisiae.

For each organism, the number of InterPro signatures (top graphs) and proteins with
transmembrane (TM), signal peptide (SP), or TM+SP features (bottom pie charts) is indicated
for alternative and reference proteins.



