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Yeast strains used in this study
	Strain name 
	Genotype
	Reference

	YPH768
	MAT a met15-∆0 ura3-52 lys2-801(amber) ade2-101(ochre) trp1-∆1 leu2-∆1 URA3 SUP11 CFIII (CEN3.L)
	Philip
Hieter lab

	YPH1343 (AFS479)
	MAT a met15-∆0 ade2-1 can1-100 ura3-1 trp1-1 leu2-3,112::lacO-256(pAFS59)-LEU2+ 
his3-11,15::GFP13-LacI(pAFS144)::HIS3+
	(Straight et al., 1996)

	YPH499
	MAT a met15-∆0 ura3-52 lys2-801 ade2-101 his3-∆200 trp1-∆63 leu2-∆1 
	(Sikorski and Hieter, 1989)

	WYYY34
	YPH768; bre1Δ::TRP1
	This study

	WYYY120
	YPH768; lge1Δ::TRP1
	This study

	WYYY42
	YPH768; ctf18Δ::TRP1
	This study

	WYYY187
	YPH768; ctf4Δ::KanMX4
	This study

	WYYY186
	YPH768; ctf18Δ::KanMX4 bre1Δ::TRP1
	This study

	WYYY184
	YPH768; ctf18Δ::KanMX4 lge1Δ::TRP1
	This study

	WYYY189
	YPH768; ctf4Δ::KanMX4 lge1Δ::TRP1
	This study

	WYYY192
	YPH768; ctf4Δ::KanMX4 bre1Δ::TRP1
	This study

	WYYY204
	YPH1343; Flag-HTB1-K123R::URA3
	This study

	WYYY215
	YPH1343; Flag-HTB1::URA3
	This study

	WYYY246
	YPH1343; htb2Δ::KanMX6 Flag-HTB1::URA3
	This study

	WYYY232
	YPH768; SCC1-3HA::KanMX6 
	This study

	WYYY236
	YPH768; SCC1-3HA::KanMX6 bre1Δ::TRP1
	This study

	WYYY238
	YPH768; SMC3-3HA::KanMX6 
	This study

	WYYY242
	YPH768; SMC3-3HA::KanMX6 bre1Δ::TRP1
	This study

	WYYY250
	YPH1343; Bre1-AID*-9Myc::KanMX4
	This study

	WYYY326
	YPH1343; Bre1-AID*-9Myc::KanMX4 URA3:: ADH1-OsTIR1-9myc 
	This study

	WYYY108
	YPH1343; bre1Δ::KanMX6
	This study

	WYYY21
	YPH1343; lge1Δ::KanMX6
	This study

	WYYY130
	YPH1343; bre1Δ::KanMX6 lge1Δ::TRP1
	This study

	WYYY19
	YPH1343; ctf18Δ::KanMX6
	This study

	WYYY140
	YPH1343; ctf18Δ::KanMX6 bre1Δ::TRP1
	This study

	WYYY132
	YPH1343; ctf18Δ::KanMX6 lge1Δ::TRP1
	This study

	WYYY223
	YPH1343; ctf4Δ::KanMX6
	This study

	WYYY138
	YPH1343; ctf4Δ::KanMX6 bre1Δ::TRP1
	This study

	WYYY112
	YPH1343; ctf4Δ::KanMX6 lge1Δ::TRP1
	This study

	WYYY248
	YPH1343; Bre1-RINGΔ::KanMX6
	This study

	WYYY215
	YPH1343; FLAG-HTB1::URA3
	This study

	WYYY246
	YPH1343; htb2Δ::KanMX6 FLAG-htb1-K123R::URA3
	This study

	WYYY323
	YPH1343; URA3:: ADH1-OsTIR1-9myc 
	This study

	WYYY278
	YPH499; Ctf18-3HA::KanMX6
	This study

	WYYY294
	YPH499; Ctf18-3HA::KanMX6 bre1Δ::TRP1
	This study

	WYYY276
	YPH499; Ctf4-3HA::KanMX6
	This study

	WYYY336
	YPH499; Ctf4-3HA::KanMX6 bre1Δ::TRP1
	This study

	WYYY280
	YPH499; Eco1-3HA::KanMX6
	This study

	WYYY304
	YPH499; Eco1-3HA::KanMX6 bre1Δ::TRP1
	This study

	WYYY284
	YPH499; Pol1-13Myc::KanMX6
	This study

	WYYY302
	YPH499; Pol1-13Myc::KanMX6 bre1Δ::TRP1
	This study

	WYYY636
	YPH499; Psf2-13Myc::KanMX6
	This study

	WYYY638
	YPH499; Psf2-13Myc::KanMX6 bre1Δ::TRP1
	This study

	WYYY640
	YPH499; Mcm10-13Myc::KanMX6
	This study

	WYYY642
	YPH499; Mcm10-13Myc::KanMX6 bre1Δ::TRP1
	This study

	WYYY718
	YPH499; Ctf4-13Myc::KanMX6

	This study

	WYYY726
	YPH499; Eco1-13Myc::KanMX6
	This study

	WYYY728
	YPH499; Eco1-13Myc::KanMX6 bre1Δ::TRP1
	This study


	WYYY767
	YPH1343; htb2∆::KanMX6
	This study

	WYYY769
	YPH1343; swd2∆::KanMX6
	This study

	WYYY792
	YPH499; Ctf4-13Myc::KanMX6 bre1-RING∆::TRP1
	This study

	WYYY794
	YPH499; Mcm10-13Myc::KanMX6 bre1-RING∆::TRP1
	This study

	WYYY798
	YPH499; CTF4-13Myc::KanMX6 htb1-K123R::URA3 htb2∆::TRP1 
	This study

	WYYY802
	YPH499; Mcm10-13Myc::KanMX6 htb1-K123R::URA3 htb2∆::TRP1
	This study

	WYYY859
	YPH499; Ctf4-13Myc::KanMX6 Mcm10-3HA::TRP1
	This study

	WYYY860
	YPH499; Ctf4-13Myc::KanMX6 Mcm10-3HA::TRP1 bre1∆::LEU2
	This study

	WYYY861
	Mcm10-13Myc::KanMX6 (CEN URA3 FLAG-Bre1)
	This study


	WYYY863
	YPH499; Smc3-13Myc::KanMX6 (CEN URA3 FLAG-Bre1)
	This study

	WYYY865
	YPH499 (CEN URA3 FLAG-Bre1)
	This study


	WYYY879
	YPH499; Smc3-13Myc::KanMX6
	This study

	WYYY881
	YPH499; Smc3-13Myc::KanMX6 bre1Δ::TRP1
	This study

	WYYY910
	YPH1343; rad6Δ::KanMX6
	This study

	WYYY940
	YPH1343; Bre1-3HA::TRP1
	This study

	WYYY942
	YPH1343; RINGΔ-3HA::TRP1
	This study

	WYYY944
	YPH1343; htb2Δ::KanMX6 FLAG-htb1-K123R::URA3 Bre1-3HA::TRP1 
	This study
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