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Figure 6-Figure Supplement 2

A.

Figure 6-Figure Supplement 2: Robustness of the phylogenetic relationships.  (A) A maximum likelihood tree obtained 
using the best model (JTT+G+I+F with 5 rate categories) as per maximum likelihood based search of multiple models. Sites 
with <70% coverage were deleted. (B) NJ tree using mostly the sequences in the pink+blue+red clade, with 100% site cover-
age and JTT model (C) NJ tree of all the sequences obtained using JTT. Only sites with 100% coverage were used for this 
analysis. Please see Fig. 6A for explanation of the various branch and label colors. Bootstrap support values are a result of 
100 iterations.
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