Figure 6-Figure Supplement 1
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Phaseolus vulgaris
Glycine max
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Figure 6- Figure Supplement 1: The phylogenetic context of tomato ASATs. Results of protein BLAST
(BLASTP) between SIASAT sequences and proteomes of each species in the Phytozome database. The % identity
(% IDT) values for the top BLASTP hits in each species are shown.



