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A. 1kp tree - Within Solanaceae
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Figure 6-Figure Supplement 3: Additional related
sequences do not affect our inferences regarding ASAT
clade emergence. Hits obtained using various BLAST
strategies (A,B) and using Petunia Clade Ill BAHDs (C) are
shown in a phylogenetic context with ASATs and other
relevant homologs. The novel hits that were not included in
the final gene tree in Fig. 6 are shown by a green square. All
trees were generated using NJ, using the JTT model with
100 bootstraps. All sites with <80% coverage were elimi-
nated.

B.

NCBI - Within Solanaceae

B SsASAT1
B SsASAT2
M Solyc12g006330
H SsASAT3

B Solyc04g012020

M Solyc11g067270

Solyc05g039950.1.1
Solyc10g079570.1.1

Solyc02g081800.1.1

M Solyc01g105580
— ycU1g

C.

100 m ssasaTs

Petunia+Convolvulaceae

Peaxi162Scf00636g00042.1
Peaxi162Scf00176g00086.1
Peaxi162Scf00342g00001.1
Peaxi1625cf01143g00008.1
Peaxi162Scf00176g00093.1
Peaxi162Scf00176g00104.1
Solyc11g067330

H SIASAT3

H SIASAT2
Peaxi162Scf00133g01113.1
H SsASAT3
Peaxi162Scf00798g00002.1
B SsASAT1
Peaxi162Scf00198g00710.1

M SsASAT2

H SIASAT1
Peaxi162Scf00498g00021.1
Peaxi1625cf00139g01113.1
Peaxi162Scf00188g00072.1
Peaxi162Scf00188g00713.1
Peaxi162Scf00479g00081.1
Peaxi162Scf00005g04415.1
Peaxi162Scf00548900221.1
M Iitrk sc0004275.1 g000002.1
M Itr sc000393.1 g00004.1
M Itrk sc0011602.1 g000002.1
Solyc02g081740
Solyc02g081800
Peaxi162Scf00321900072.1
Peaxi1625cf00026g00305.1
Peaxi162Scf00169g00014.1
Peaxi1625cf00169900223.1
Solyc08g014490
Peaxi162Scf00075g01237.1
Peaxi162Scf00075901225.1
Peaxi162Scf00169g00073.1
Peaxi1625cf00444900533.1
Peaxi162Scf00444g00619.1
Peaxi1625cf00724g00072.1
Peaxi162Scf00347g00714.1
Peaxi162Scf01276g00003.1
Peaxi162Scf00588g00051.1
Peaxi1625cf00188g00119.1
Peaxi1625cf00175g01023.1
Peaxi162Scf00175g01139.1
Peaxi1625cf00175g00112.1
Peaxi162Scf00175g01035.1
Ehretia acuminata EMAL-2005912

Catharanthus DAT
Catharanthus MAT

H SIASAT4
CDP15030.1
B SsASATS

W Ipomoea purpurea c27025 g2 i1

Capsicum annuum acylsugar acyltransferase 3-like (LOC107855820) CDS H

Capsicum annuum acylsugar acyltransferase 3-like (LOC107847146) CDS H

Solanum tuberosum acylsugar acyltransferase 3-like (LOC107061326) CDS @

Solanum melongena cultivar Ichiban acyltransferase (AT3-1) partial CDS [l

Heliotropium karwinsky NIGS-2110309

M Cuscuta pentagona c22877 g1i2 [



