Figure 2 —Suppl. Fig. 2 Overview of trasncription factor (TF) binding sites identified in ARBSs present in 452 AR target genes. Left to right: Column 1: TF binding sites identified
in ARBSs in the overarching 452 AR target gene signature. Columns 2-18: TF binding sites identified in AR binding sites in AR target gene sets that depend on the 17
coregulators shown. Blue, statistically significantly enrichment of the TF binding sites and corresponding P value; none, no statistically significant TF binding site enrichment.
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MO00999_observed AIRE,Aire Sand Domain Family 9GG7GGTS none none none none none none none none none none none none none none none none none
UP00108_observed  ALX3,AIx3 Homeodomain Family STAATT7 none none none none none none _ none none none none none none none none none
UP00187_observed  ALX4,Alx4 Homeodomain Family 6T1ATTAS none none none none none none none none none none none none none none none none
MAOQ007_observed ~ AR,Ar Hormone-nuclear Receptor Family 5G2C5GT1C4 _ none _ none none

UP00078_observed  ARID3A,Arid3a Arid Domain Family 6TAAT1AS none none none none none none none none none none none none none none none none
MO00454_observed  ARIDSB,AridSb Arid Domain Family T2RT1TT6 _ none none none none none _ none none none none none none none none none none none
UP00152_observed ~ Arx Homeodomain Family S5YT1AT1AS none none none none none none none none none none none none none none _ none none none
UP00099_observed  Ascl2 Helix-Loop-Helix Family (bHLH) 5CA1CTG6 none none none none none none none none none none none none none none none none _ none
MO00179_observed ATF2,Atf2 Leucine zipper Family (bZIP) DSWKRCGTCASB _ none none none none none none none none none none none none none none none none none
MCO00011_observed ~ ATF3 Leucine zipper Family (bZIP) VYCAYGTGAC none none none none none none none none none none none none none none none none none
UP00166_observed ~ BARHL1,Barhll Homeodomain Family ATAATT7 _ none none none none none none none none none none none none none none none none
UP00145_observed BARHL2,Barhl2 Homeodomain Family ATALITTGE none none none none none none none none none none none none none none none none none
UP00151_observed BARX2,Barx2 Homeodomain Family AYAATT7 none none none none none none none none none none none none none none none none
MO01171_observed BCL6,Bcl6 BetaBetaAlpha-zinc finger Family GKTTCTAGGW none none none none none none none none none none none none none none none none
EN0006_observed BHLHE40 Helix-Loop-Helix Family (bHLH) 8CA1GTG8 _ none none none none none none none none none none none none none none none none
MO00456_observed BPTF,Bptf None ATGTT1T4 none none none none none none none none none none none none none none none none none
UP00138_observed Bsx Homeodomain Family 5AATT5A1 none none none none none none none none none none none none none none none none none
hPDI133_observed CBFB None CATTT none none none none none none none none none none none none none none none none none
MO00159_observed CEBPA,Cebpa Leucine zipper Family (bZIP) 3T2SCA1A2 none none none none none none none none none none none none none none none none none
MC00013_observed  CEBPB,Cebpb Leucine zipper Family (bZIP) 4TTR3MAL none none none none _ none none none none none none none none none none none none none
UP00176_observed  CRX,Crx Homeodomain Family 7GATTA4 none none none none none none none none none none none none none none none none _ none
MAO0139_observed CTCF,Ctcf BetaBetaAlpha-zinc finger Family 4C1S1AG2G6 none none _ none none none none none none none none none none none none none none none
MO00105_observed CUX1,Cux1 Homeodomain Family CIA1A8TG none none none none none none _ none none none none none none none none none
M00624_observed ~ DBP,Dbp Leucine zipper Family (bZIP) AGCAMWC none _ none none _ none none none _ none _ none _ none none
MO01483_observed Dbx1 Homeodomain Family TTAITT3W1 none none none none none none none none none none none none none none none
UP00218_observed ~ Dbx2 Homeodomain Family 6TAAT1A4 _ none none none none _ none none none none _ none none none none
UP00126_observed ~ DLX2,DIx2 Homeodomain Family SAATT5A1 none none none _ none none none none none none none none none none none
MO01146_observed DMRT1,Dmrtl DMRT Domain Family 2G2ACA1TS none none none none none none none none none none _ none none none none
MO01149_observed Dmrtal DMRT Domain Family 1A1GT2CA4 none none none none none none none none none none none none none none
MO01150_observed Dmrta2 DMRT Domain Family 3A2GT2C1A2 none none none none none none none none none none none _ none none none none
MA0024_observed E2F1,E2f1 E2F Domain Family TTTSGCGC none none none none none none none none none _ none none none none none none _ none
MO00738_observed E2F4::TFDP1 E2F Domain Family GCGSSAAA none none none none none none none none none none none none none none none none
MO01252_observed ~ E2F6,E2f6 E2F Domain Family YSTTTCYT none none none none none none none _ none none none none none
UP00007_observed EGR1,Egrl BetaBetaAlpha-zinc finger Family 4Cccicic3 none none none none none none none none none none _ none none none none none none
UP00201_observed EMX2,Emx2 Homeodomain Family 5TMAT1A6 none none none none none none none none none none none none none none none none none
UP00167_observed EN1,Enl Homeodomain Family 4A2A1TTA4 none none none none none none none none none none none none none none none none
UP00163_observed ~ EN2,En2 Homeodomain Family 6AATTR6 none none none _ none none none none none none none none none none none none none none
UP00068_observed EOMES,Eomes Transcription Factor T-Domain 5T2CACCS none none none none none none none none none none none none none none none none none
MC00009_observed  ERG Ets Domain Family MGGAWDTCCK none _ none none none none none none none none none none none none none none none
MAO0112_observed ESR1,Esrl Hormone-nuclear Receptor Family 6G2CA3TG4 none none none none none none none none none none none none none none none
MAO0258_observed ESR2 Hormone-nuclear Receptor Family 4GTCA7C2 none none none none none none none none none none none
UP00414_observed ETS1,Ets1 Ets Domain Family 5AC1GGA6 none none none none none none none none none none none none none none
UP00421_observed Etvl Ets Domain Family 5C1GGAW6 none none none none none none none none none none none none none none none none
UP00417_observed ~ ETV4,Etv4 Ets Domain Family 4C1GGA2Y4 none none none none none none none none none _ none none none none none none
UP00418_observed  Etve Ets Domain Family 7TTCCGS none none none none _ none none none none none none none none none none none none none
MO00678_observed ETV7 Ets Domain Family CAGGAAGTRR none none none none none none none none none none none none _ none none none none
UP00132_observed Evx2 Homeodomain Family 1C3CT1A2AS none none none none none none none none none none none none none none none none none
MC00021_observed ~ FOSL1 Leucine zipper Family (bZIP) 6TA1G1C3R none none none none none none none none none none _ none none none none none none
MC00022_observed ~ FOSL2 Leucine zipper Family (bZIP) TGASTCA none none none none none none none none none none none none
MAO0148_observed ~ FOXA1,Foxal Forkhead Domain Family MWRWGYAAACA none none none none none _ none none
MC00023_observed ~ FOXA2 Forkhead Domain Family 4G1AAA1A2 none none none none none none none none

MO00291_observed FOXC1,Foxcl Forkhead Domain Family 5G1AAA1A4 none none none none none none none none none none
MAOQ031_observed FOXD1 Forkhead Domain Family GTAAACAW none none none none none none none none none
MAOQ041_observed FOXD3,Foxd3 Forkhead Domain Family RARYAAAYAWWY none none none none none none none none none
MO00294_observed Foxfla Forkhead Domain Family 5AAACA3 none none none none none none none none
MAO0030_observed FOXF2 Forkhead Domain Family 6TAAALA2 none none none none none none

FOXH1,FOXD3,Foxf2,FO
XJ1,FOXF1,Foxh1,Foxd3

MO00809_observed ,FOXF2,Foxj1 Forkhead Domain Family 2A2AAA1A3 none none none none none
MO00289_observed FOXI1,Foxil Forkhead Domain Family 1A3AAA1A3 none none none none none none none
UP00041_observed  Foxjl Forkhead Domain Family 4T1AACA6 - none none none none none none
MO00422_observed FOXJ2,Foxj2 Forkhead Domain Family 6R1AAALAS none none none none none none none
MC00010_observed ~ FOXJ3,Fox;j3 Forkhead Domain Family RTAAACAA none none none none none none none
UP00061_observed ~ FOXL1,FoxI1 Forkhead Domain Family 6TAAALAS none none none none none none none none none none
MO00473_observed FOXO01,Foxol Forkhead Domain Family TTTGTTTWYK none none none none none none none none none none none
MAO0157_observed FOXO03,Foxo3 Forkhead Domain Family KGWAAACA none none none none none none none none none none none
MO00472_observed FOXO04,Foxo4 Forkhead Domain Family DRYTTGTTTWY none none none none none none none none none none none
EN0232_observed FOXP2 Forkhead Domain Family GTAAACA none - none _ none none none none none none
MA0040_observed Foxql Forkhead Domain Family WMWTGTTTRTT none none none none none none none none none none none none none
UP00013_observed =~ GABPA,Gabpa Ets Domain Family 6TTCC1G5 _ none none none none none - none none none - none none none none none none none
MO00632_observed GATA4,Gata4 GATA Domain Family AGAWAWARGRVA  none none none none - none none none none none none none none none none none none
UP00204_observed ~ Gbx1 Homeodomain Family B6AATTRE none none none none none none none none none none none none none none none none none

UP00131_observed ~ GBX2,Gbx2 Homeodomain Family B6AATT1GS _ none none none none none none none none none none none none none none none none
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Homeodomain Family

Homeodomain Family

None

Homeodomain Family

Rel Homology Region Family

Rel Homology Region Family

RFX Domain Family

None

Homeodomain Family

Homeodomain Family

Cys4 zinc finger of nuclear receptor type
Hormone-nuclear Receptor Family

Runt Domain Family

Homeodomain Family

None

Cys4 zinc finger of nuclear receptor type
Homeodomain Family

Homeodomain Family

TTAYGTAAYMW
7MATKRS
6AAGTGS
5AGY1CTS
SWTAATWS
6AAGTGS
STAAGT7
6AGT1CTS
STAAGT7
6TAAT1AS
WARRTAAWKRYK
6TAAT1AS
TAATKRSY
5A1AG2CA
RTGACCT
TTCCWGG
CAAGCTT
2G2C5GT1C1
1AG1AC5G4
CRCDTGCGCR
5G1GAT1A5
DSWTKTCM
WYATTGAYTTWD
6TAATT6
GKGKGRG
3G2GGGG3
AGTCAYKB
MMYAAASYM
8TSAYG8
4CA1G6TG
G1C2G6TG2
1T1A1G2T1A3
1TG3TG2A3
ST1ATTA6
5CATCA7
CTGYCAMTCA
CTAATK
15TGT1CT6
6T1ATTA4
8ATTAA4
6CTG1CA4
SATTAA7
AATTWSCATATA
4ATG3AT4
SATTAA7
ST1AAT1AS
SATTAA7
STTAAT6
6T1ATTAS
3GG2A3T2C5

3GG3T3GG5

5G3A3T2CC5
4AG1GAA4
6AATTAG
6AATTAG
GRGSCAGDG
6AATTRE
KGGRMTTTCC
KGGRMTTTCC
GTTGCYRKGR
RMCAAAS
5G1TGT1AS
ST1ATTA6
WWRVTRGGTCA
TGACCYA
ACCACAAM
S5TAA1GAW1
GAAATG
TKACCTTGD
5GR2TCAS
5TGA1A1CS

none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none

none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none

none none
none none
none none
none none
none none
none none
none none
none none
none none
none none

none none none
none none none

none none none none none none none none none none none none [01666675M rone none none
none none none none none [BIZ8EGEN rone none none none none none none none none
none none none none none none none none none none none none
none none none none none none none none none none none none none
none none none none none none none none none none none none none
[I¥236E5060 none none [61606355270 none none none none none none none none
none none none none none none none none none none none none
[AISE58E06I none none none none none none none none none none none none
none none [616G65T8M none [61666563M rone [AZEGEN rone none none none none none none
|6/6060738270 none none none none none none none none none none none none
none none none none none none none none [016G0E5T rone [016G04T rone none none none
none none none none none none none none none none none none none none none
none none none none none none none none none none [775EG5M rone none none none
[61606027375M none none none none none none none none none none none none none none none
none none none [61666328 rone none none
none none none none none none none
none none none none none none none
none none none none
none none
none none none
none none none none none none none
none none none none none none
[0.00067418  0.000089875 | none none none none none
none none none none none none none
none [01666024587M none none none none
none none none none none none none none none none none none none none none
none none [6I6G6TT6N none none none none none none none none none none none
none none none none none none none none none none none none none none
none none none none none none none |ZSBEGEM rone none [EISAEGSN rone none
none none none none none none none none none none none none none
none none none [61606542520 none none none none none none none none none none
none none none none none none none none none none none none none none
none none none none none none none none none none none none none none
|0160675866 181567762060 none none none none none |ZSSEGSINAE R rone none none none none
none none none none none none none none none none none none none
[616060253320 none none none none none none none none none none none none none
none none none none none none none none none none none none none
none none none none none none none none none none none none none
none none none none none [1736-14 8.01E-06 1.56E-10 none |ZE3EZISEGSN rone none none none
none none none none none none none none none none none none none none none
none none none none none none none none none none none none none none none
none none none none none [01666783M rone none none none none none none none none
none none none none none none none none none none none none none none none
none none none none none none none none none none none none none none none
none none none none none none [0660458M rone none none none none none none none none
none [0666375350 none none none none none none none none none none none none none
none none none none none none none none none none none none none none none
none [01660554630 none none none none none none none none none none none none none
none none none none none none none none none none none none none none none
none none none none none none none none none none none none none none
none none none |61606066747M none none [61660373M rone none none [01660445M rone none none
none none none none none none none none none none none none none none
none none none none none none none none none none none none none none none none
none none none none none none none none none none none none none none none
none none none none none none none none none none none none none
none none none none none none none none none none none none none none none
none none none none none none none none none none none none none none none
none none none none none none none none none none none none
none none none none none none none none none none none
none none none none none none none none none none none none
none none none none none none none none none none none none
none none none [BIGZEGEM rone none none none none [AFAEGEN rone none
none none none none none none none none [61660377M rone none none none none none none
none none none none none none none none none none none [61666252M rone [EIGBEGEM rone
none none none none none none none none none none none none none none none
none none none none none none none none none none none none none none none
none [01666085343M none none none none none none none none none none none none none
none none none none none none none none [61666258 rone none none none none
[EI8258E07M none none none none none [61660557M rone none none none none none none none none
none none none none none none none none none none none none none none none none
none none none [61606055225M none none none none none none none none none none none none
none none none none none none none none none none none none none none none

none none

none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
none none
(6838080 rone
none none
none none



UP00199_observed  SIX4,Six4 Homeodomain Family 6GA1ACCS none _ none none none _ none none none none none none none
UP00388_observed SIX6,Six6 Homeodomain Family 5TGA2CCS none none none none none none none none none none none none none none none
SMAD1,SMAD2,SMAD3
,SMAD4,Smad1,Smad2,

MO00792_observed Smad3,Smad4 MH1 Domain Family AGACWBCMY none none none none none none none
MC00043_observed ~ SMARCA4 None GATAAGR none none none none none none none none none none none none none none
ENO0271_observed SMARCB1 None GVTGASTCAS none none none none none none none none none none none none none none
ENO0108_observed SMARCC2 None 1c2caccca none none none none none none none none none none none none none none none - none none
MA0442_observed S0X10,50x10 High Mobility Group (Box) Family ACAAWG _ none none none none none - none none none none none none none none none none none
UP00096_observed ~ SOX13,Sox13 High Mobility Group (Box) Family SATTGT6 none none none none none none none none none - none none none none none none none
UP00064_observed ~ Sox18 High Mobility Group (Box) Family 7ACAATA none none none none none none none none none none none none none none none none none
MAO0143_observed SOX2,Sox2 High Mobility Group (Box) Family 1C1TTIT2TS none none none none none none none none none none none none none none none - none none
UP00023_observed ~ Sox30 High Mobility Group (Box) Family B6ATTGTS _ none none none none none none none none none none none none none none none none
UP00401_observed ~ SOX4,Sox4 High Mobility Group (Box) Family 4ACAALGA none none none none none none none - none none none none none none none none none
UP00091_observed ~ SOX5,S0x5 High Mobility Group (Box) Family SATTGT6 none none none none none none none none none none none none none none none none none
UP00034_observed ~ Sox7 High Mobility Group (Box) Family 8ACAATY none none none none none none none none none none none none none none none none
MAO0077_observed SOX9,S0x9 High Mobility Group (Box) Family RAACAATRG none none none none none - none none none none none none none none none none
MO01783_observed SP2,Sp2 BetaBetaAlpha-zinc finger Family RGGCRGGRC none none none none none none none none none none none none none none none none none
UP00038_observed ~ Spdef Ets Domain Family 6C1GGAW4 none none none none none none none none none none none none none none none none none
MC00047_observed ~ SPI1 Ets Domain Family 8GGAAG3 _ none none none none none none none none none none none none none none none - none
MA0084_observed SRY High Mobility Group (Box) Family WTTGTTWWM none none none none - none none none none - none none none none
M00258_observed STAT1,Statl Stat Protein Family 4A4AAAC2 none none none none none none none none none none none none none none none
MO01591_observed TALL,Tall Helix-Loop-Helix Family (bHLH) 3GA1RAG4 none none none none none none none none none none none none none none - none
MO00993_observed TALL,Tall Helix-Loop-Helix Family (bHLH) KCCAKCTGCY none none none none none none none none none none - none none none none none none none
MAO0386_observed TBP,Tbp None 8ATA1A1A6 none none none none none - none none none none none none none none none

UP00058_observed ~ TCF3,Tcf3 High Mobility Group (Box) Family 6TTTGA6 _ none none none none none none none - none none none none none

MC00050_observed ~ TCF4 Helix-Loop-Helix Family (bHLH) SYTTTGWWSW none none none none none none none none none none none none

UP00054_observed  Tcf7 High Mobility Group (Box) Family 6TTTGA6 none none none none - none none none none none

UP00083_observed ~ TCF7L2,Tcf712 High Mobility Group (Box) Family 6TTTGA6 none none none none none none none none none none none

MAO0145_observed Tcfep2ll CP2 Transcription Factor Domain Family C2G6CT1G none none none none none none none none none none none none none none none none
MO00695_observed TEAD2,Tead2 Homeodomain Family CCKCCBC none none none none none none none none none none none none none none none
MO01592_observed TFCP2L1,Tcfep2ll Grainyhead 3C2G1T4C2G6 none none none none none none none none none - none none none none
MC00007_observed ~ TFEB Helix-Loop-Helix Family (bHLH) RTCAYGTGAY none none none - none none none none none none none none none
UP00122_observed  TGIF1,Tgifl Homeodomain Family 6CTG1CAS none none none none none none none none none none none none none none
hPDI163_observed TGIF2LX Homeodomain Family GCTGTC none none none none none none none none none none none none none none none none
hPDI075_observed THRA Hormone-nuclear Receptor Family GGYCAC none none none none none - none none none - none none none none none none none
MO00480_observed TOPORS None T1C4G4T1G2 none none none - none none none none none none none none none none none none
MAO0106_observed TP53 Loop-Sheet-Helix Family (bHSH) 5CATG1C9 none none none none none none none none none - none none none none none none none
MO01655_observed Trp53 Loop-Sheet-Helix Family (bHSH) 3C2G1C4CA5 _ none none none none none - none none none none none none none none none none none
MO01458_observed Uncx Homeodomain Family 6TAATTE none none none none none none none none - none none none none none none none none none
UP00106_observed ~ VAX2,Vax2 Homeodomain Family 6T1ATTA4 none none none none none none none none none none none none none none none none none
UP00141_observed ~ Vsx1 Homeodomain Family 6T1ATKAS none none none none none none none none none none none none none none none none none
MA0180_observed VSX2,Vsx2 Homeodomain Family KTTAATTRG _ none none none none none none none none none none none none none none none
MC00008_observed ~ XBP1,Xbpl Leucine zipper Family (bZIP) WAWGMCACGTC none none none none none none none - none none none none none - none
hPDI013_observed YEATS4 None SCCAAA none none none none none none none none none none none none none none none none
MO01075_observed ZBTB16,Zbtb16 BetaBetaAlpha-zinc finger Family 1T10TAAA13 none none none none none none - none none none none none
hPDI024_observed ZBTB4 BetaBetaAlpha-zinc finger Family WGCAAADS none none - none none none none none none none none none
UP00037_observed  Zfp105 BetaBetaAlpha-zinc finger Family 4A2AA1AA3 none none none none none none none none none none none none none none none none
UP00082_observed ~ Zfp187 BetaBetaAlpha-zinc finger Family 3TG4AAT2 none none none none - none - none - none none none none none none none
hPDI100_observed ZFP3 BetaBetaAlpha-zinc finger Family AGYHRTTK none none none none none none none none none none none none none none none
UP00033_observed  Zfp410 BetaBetaAlpha-zinc finger Family BATCCCE none none none - none none none none none none none none none none none
UP00095_observed  Zfp691 BetaBetaAlpha-zinc finger Family B6AGCACE none none none none none none none none - none none none
UP00057_observed  ZIC2,Zic2 BetaBetaAlpha-zinc finger Family 5CC1GGG4 none none _ none none none none none none none none
UP00006_observed  Zic3 BetaBetaAlpha-zinc finger Family 2Y2CC1GG5 none none none none none none none none none none none none
hPDI063_observed ZNF124 BetaBetaAlpha-zinc finger Family TSMTTKSA none none none - none none none none none
hPDI069_observed ZNF131 BetaBetaAlpha-zinc finger Family MCAAAS none none none none none none none none none
hPDI146_observed ZNF192 BetaBetaAlpha-zinc finger Family SAAAKCA none none none none none none none none none none none none
hPDI134_observed ZNF207 BetaBetaAlpha-zinc finger Family ATTTKA none none none none none none
hPDI110_observed ZNF250 BetaBetaAlpha-zinc finger Family GSAAAKS none none none none none
hPDIO09_observed ZNF26 BetaBetaAlpha-zinc finger Family SCCAAA none none none none none none none - none
ENO0053_observed ZNF263 BetaBetaAlpha-zinc finger Family STSCTCCC none none none none none none none none none none
ENO0461_observed ZNF274 BetaBetaAlpha-zinc finger Family TRTGARTYCT none none none none none none none none none none none none none
hPDI145_observed ZNF304 BetaBetaAlpha-zinc finger Family AGSCCG none none none none none none none none none none
hPDI062_observed ZNF326 BetaBetaAlpha-zinc finger Family GMMAAAY none none - none none none none none
hPDI125_observed ZNF385A BetaBetaAlpha-zinc finger Family CYMWGSMAAWY none none none none none none none none none none none none none
hPDI045_observed ZNF695 BetaBetaAlpha-zinc finger Family ARGGTYW none none none none none none none none none none none none none none none none none
hPDI076_observed ZNF830 BetaBetaAlpha-zinc finger Family TTCATYT none none none none none none none none none none none none none none none none none

ENO055_observed 7773 None AASGTTCCGG none none none none none none none none - none none none none none - none
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