[bookmark: _GoBack]Figure 2 – Source Data 1. Overview of number of TF binding sites (TFBSs), and AR or GR binding sites (BSs) that are identified in ARBSs of coregulator-dependent AR target gene sets using Cistrome project tools.
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coregulator KO #genes  #TFBS  AR/GRBS?

SMARCC1 105 55 yes
BAGL 23 18 no
SMARCA4 129 55 yes
CTNNBL 31 1 yes
CAVL 38 15 yes
PARK7 40 127 yes
FHL2 ) 11 yes
KDMIA 81 52 yes
WDR77 106 2 yes
EP300 258 a1 yes
PKNT 12 19 yes
NCOAL 51 30 yes
NCOA2 23 21 yes
NCOA3 2 32 yes
STATS 9% 29 yes
HTATIP2 86 23 no
KATS 142 4 yes





