
SafA_Salmonella typhimurium       GSFLPNSEQQKSVDIVFSSPQDLTVSLIPVSGLKAGKNAPSAKIAKLVVN �
SafA_Salmonella enteritidis       SSFLPNTEQEKSVNVSFAAPENLTISFDQVPGLMAGQKPAGMNIAKLTVD �
SafA_Salmonella typhi             GSIVVGSEQQSSVDIGFASPQQLSVTFAPVAGLKAGVIKSNTEIATIAVS �
SafA_Salmonella paratyphi A       GSIVVGSEQQSSVDIGFVSPQQLSVTFAPVAGLKAGVIKSNTEIATIAVS �
SafA_Salmonella choleraesuis      GSFLPNSEQQKSVDIVFSSPQDLTVSLIPVSGLKAGKNAPSAKIAKLVVN �
SafA_Salmonella gallinarum        GSLVPNTSTGVSADVNFSNPGQLQAQLTPVSGLVAGPHKGDEAIAVLSVS �
                                   *::  :    * :: *  * :*   :  * ** **       ** : * �

SafA_Salmonella typhimurium       STTLKEFGVRGISNN--VVDSTGTVWRVAGKNTGKEIGVGLSSDSLRRSD �
SafA_Salmonella enteritidis       SASIKEYGARGVANT--TLDAAGSAWKITGKNSGTILTVGFSNNNMSRGH �
SafA_Salmonella typhi             SVAAKQFAIAADFKA--KNVMNGDTWTLYGKNTGKGIKVYFYGETT-SPK �
SafA_Salmonella paratyphi A       SVAAKQFAIAADFKA--KNVMNGDTWTLYGKNTGKGIKVYFYGETT-SPK �
SafA_Salmonella choleraesuis      STTLKEFGVRGIANN--VVDRTGTAWRVAGKNTGKEIGVGLSSDSIRRSD �
SafA_Salmonella gallinarum        G-SSKQYVVTGDYSKPETVGNDSDVWTVTGKNG-NTIKVTFGGGACANKG �
                                    : *::                  * : ***    : * :         �

SafA_Salmonella typhimurium       STEKWNGVNWMTFNSNDTLDIVLTGPAQNVTADTYPITLDVVGYQP �
SafA_Salmonella enteritidis       GAQMWNGRSWFTFDTNAPLDIVTIG-AQNIPPDTYPITVDVVGYQP �
SafA_Salmonella typhi             GNVNYNGHQWIIYDINDKLGVKLAG-DQNVPADVFPMTVNIAAYQA �
SafA_Salmonella paratyphi A       GNINYNGHQWIIYDINDKLGVKLAG-DQNIPADVFPMTVNIAAYQA �
SafA_Salmonella choleraesuis      STEKWNGAEWMTFNSDDTLDIVLTGPAQNVTADTYPITLDVVGYQP �
SafA_Salmonella gallinarum        SLVDGASHKWWVYNMTDKIAVKLSG-SQTVKADTYPVTLHIAEYQA �
                                           *  ::    : :   *  * :  * :*:*: :  ** �

SafD_Salmonella typhimurium       AEKLQTTLRVGTYFRAGHVPDGMVLAQGWVTYHGSHSGFRVWSDEQKAGN �
SafD_Salmonella enteritidis       AEKLQTTLRVGAYFRAGHVPDGMVLAQGWVTYHGSHSGFRVWSDEQKAGN �
SafD_Salmonella typhi             AEKLQTTLRVGTYFRAGHVPDGMVLAQGWVTYHGSHSGFRVWSDEQKAGN �
SafD_Salmonella paratyphi A       AEKLQTTLRVGAYFRAGHVPDGMVLAQGWVTYHGSHSGFRVWSDEQKAGN �
SafD_Salmonella choleraesuis      AEKLQTTLRVGTYFRAGHVPDGMVLAQGRVTYHGSHSGFRVWSDEQKAGN �
SafD_Salmonella gallinarum        AEKLQTTLRVGTYFRAGHVPDGMVLAQGWVTYHGSHSGFRVWSDEQKAGN �
                                  ***********:**************** ********************* �

SafD_Salmonella typhimurium       TPTVLLLSGQQDPRHHIQVRLEGEGWQPDTVSGRGAILRTAADNASFSVV �
SafD_Salmonella enteritidis       TPTVLLLSGQQDPRHHIQVRLEGEGWQPDTVSGRGAILRTAADNASFSVV �
SafD_Salmonella typhi             TPTVLLLSGQQDPRHHIQVRLEGEGWQPDTVSGRGAILRTAADNASFSVV �
SafD_Salmonella paratyphi A       TPAVLLLSGQQDPRHHIQVRLEGEGWQPDTVSGRGAILRTAADNASFSVV �
SafD_Salmonella choleraesuis      TPTVLLLSGQQDPRHHIQVRLEGEGWQPDTVSGRGAILRTAADNASFSVV �
SafD_Salmonella gallinarum        TPTVLLLSGQQDPRHHIQVRLEGEGWQPDTVSGRGAILRTAADNASFSVV �
                                  **:*********************************************** �

SafD_Salmonella typhimurium       VDGNQEVPADTWTLDFKACALAQEDT �
SafD_Salmonella enteritidis       VDGNQEVPADTWTLDFKACALTHEEA �
SafD_Salmonella typhi             VDGNQEVPADTWTLDFKACALAQEDT �
SafD_Salmonella paratyphi A       VDGNQEVPADTWTLDF---------- �
SafD_Salmonella choleraesuis      VDGNQEVPADTWTLDFKACALTHEEA �
SafD_Salmonella gallinarum        VDGNQEVPADTWTLDFKACALAQEDT �
                                  ****************          �
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Figure 1-figure supplement 1   Zeng et al, 2017 


