
Histone acetylation
Sz Hz

PcyM_1223800::Histone H3-like centromeric protein CSE4 (CenH3)
PcyM_0815300::Transcriptional adapter 2
PcyM_1432200::Histone acetyltransferase subunit NuA4, putative
PcyM_1208900::DNA/RNA-binding protein Alba 4 (ALBA4)
PcyM_0921200::Histone acetyltransferase (MYST)
PcyM_1210100::DNA/RNA-binding protein Alba 2 (ALBA2)
PcyM_0802700::N-acetyltransferase, putative
PcyM_0207700::N-acetyltransferase, putative
PcyM_0805700::DNA/RNA-binding protein Alba 3 (ALBA3)
PcyM_0724900::Histone deacetylase 1 (HDAC1)
PcyM_1236000::Acetyltransferase, GNAT family, putative
PcyM_1427300::DNA/RNA-binding protein Alba 1 (ALBA1)
PcyM_1133000::Histone H2A
PcyM_0820800::Histone H2A 
PcyM_1424200::Histone H2B
PcyM_1229200::NAD-dependent deacetylase, putative
PcyM_1141000::Histone H3
PcyM_1132800::Histone H3 variant, putative (H3.3)
PcyM_0906800::Histon H4, putative
PcyM_0906900::Histone 2B

Nucleotide excision repair
Sz Hz

PcyM_1459800::Pre-mRNA-splicing factor SYF1
PcyM_0312200::Replication factor A protein 1
PcyM_0702500::Replication protein A1, small fragment
PcyM_1405600::DNA ligase 
PcyM_1102400::DNA repair endonuclease, putative (ERCC4)
PcyM_0812000::DNA repair protein RAD23, putative
PcyM_0602300::DNA polymerase delta catalytic subunit
PcyM_0627000::DNA excision repair protein haywire
PcyM_1109500::Proliferating cell nuclear antigen
PcyM_0836100::DNA polymerase delta small subunit
PcyM_0736000::DNA repair helicase RAD3
PcyM_0205300::Replication factor c protein, putative
PcyM_1119600::DNA polymerase epsilon, catalytic subunit a, putative
PcyM_1206400::ATP-binding protein, putative
PcyM_1465000::Replication factor C subunit 2
PcyM_1467500::RNA polymerase II transcription factor B subunit 2, putative (TFB2)
PcyM_0807800::Endonuclease, putative
PcyM_1118500::General transcription factor IIH subunit 3
PcyM_0421700::DNA excision repair protein ERCC-1
PcyM_0402500::Replication factor C subunit 1
PcyM_1249600::Replication factor C subunit 3
PcyM_1416600::General transcription factor IIH subunit 2
PcyM_1319100::Conserved Plasmodium protein, unknown function
PcyM_1465000::Replication factor C subunit 2
PcyM_1274000::RNA polymerase II transcription factor B subunit 5, putative (TFB5)
PcyM_0913200::Replication factor C subunit 3
PcyM_1301300::GPN-loop GTPase 1 

Chromatin landscape
Sz Hz

PcyM_1025700::Hypothetical protein, conserved
PcyM_0510300::Adenosine deaminase, putative
PcyM_1434500::Histone-lysine N-methyltransferase, putative
PcyM_1431800::JmjC domain containing protein (JmjC1)
PcyM_0820800::Histone H2A 
PcyM_1424200::Histone H2B
PcyM_1133000::Histone H2A
PcyM_1116700::Histone-lysine N-methyltransferase SMYD3
PcyM_1440900::Heterochromatin protein 1 (HP1)
PcyM_1141000::Histone H3
PcyM_0906800::Histon H4, putative
PcyM_0906900::Histone 2B
PcyM_1132800::Histone H3 variant, putative (H3.3)

Mitochondrial electron flow

A B

Sz Hz
PcyM_1276700::Cytochrome b-c1 complex subunit 11
PcyM_MT00600::Cytochrome c oxidase subunit 3
PcyM_1109700::Cytochrome c oxidase subunit 2, putative
PcyM_1321500::Cytochrome c oxidase subunit 2
PcyM_1433200::Iron-sulfur subunit of succinate dehydrogenase
PcyM_MT03400::Cytochrome b
PcyM_0713200::External NADH-ubiquinone oxidoreductase 1, mitochondrial
PcyM_0810500::Hypothetical protein, conserved
PcyM_0812900::Ubiquinol-cytochrome c reductase complex subunit, putative
PcyM_1133800::Malate:quinone oxidoreductase, putative (MQO)
PcyM_1352000::Cytochrome c
PcyM_1250100::Cytochrome c1 precursor, putative
PcyM_1326100::Cytochrome b-c1 complex subunit 6 
PcyM_0624100::Flavoprotein subunit of succinate dehydrogenase (SDHA)
PcyM_1436500::Glycerol-3-phosphate dehydrogenase [NAD(+)] 2, mitochondrial
PcyM_0727800::Cytochrome c oxidase subunit 5B, putative (COX5B)
PcyM_1148700::Dihydroorotate dehydrogenase (DHODH)
PcyM_1337800::Glutamate dehydrogenase (NADP+), putative
PcyM_1279700::Cytochrome c oxidase assembly protein COX11, mitochondrial
PcyM_0837800::FAD-dependent glycerol-3-phosphate dehydrogenase, putative
PcyM_0411800::Ubiquinol-cytochrome-c reductase complex assembly factor 1, putative
PcyM_1321700::Glutamate dehydrogenase (NADP+), putative
PcyM_0917100::Glycerol-3-phosphate dehydrogenase [NAD(+)] 
PcyM_1455000::Cytochrome b5
PcyM_1413400::Cytochrome c, putative

ATP synthase complex
Sz Hz

PcyM_1408100::Hypothetical protein, conserved
PcyM_0115100::V-type proton ATPase subunit a 
PcyM_0308400::V-type proton ATPase subunit B
PcyM_1411600::ATP synthase delta chain, mitochondrial, putative
PcyM_0211500::V-type proton ATPase subunit C
PcyM_1425700::ATP synthase epsilon chain, mitochondrial , putative
PcyM_1117700::V-type proton ATPase 21 kDa proteolipid subunit
PcyM_0952900::Hypothetical protein, conserved
PcyM_1413000::ATP synthase subunit gamma, mitochondrial
PcyM_0405000::ATP synthase alpha chain, putative
PcyM_0736400::V-type proton ATPase subunit E
PcyM_0944800::V-type proton ATPase subunit F
PcyM_1236200::V-type proton ATPase subunit G, putative
PcyM_1413600::Endonuclease PI-SceI
PcyM_1459000::ATP synthase subunit beta 
PcyM_1012800::V-type proton ATPase 16 kDa proteolipid subunit
PcyM_0106500::ATP synthase F(0) complex subunit C1, mitochondrial
PcyM_1214900::Probable V-type proton ATPase subunit D 2
PcyM_1310400::ATP synthase mitochondrial F1 complex assembly factor 1, putative (ATP11)

Transporters of the mitochondrial and apicoplast membranes
Sz Hz

PcyM_0626700::ADP, ATP carrier protein
PcyM_0626100::Acetyl-CoA transporter, putative
PcyM_0804200::ADP/ATP carrier protein, putative
PcyM_1430500::Mitochondrial carrier protein, putative
PcyM_1411600::ATP synthase delta chain, mitochondrial, putative
PcyM_0509600::Dicarboxylate/tricarboxylate carrier (DTC)
PcyM_1464800::Mitochondrial carrier protein, putative
PcyM_0707000::Transporter, putative
PcyM_1001400::Phosphoenolpyruvate/phosphate translocator (PPT)
PcyM_1302000::Mitochondrial carrier protein, putative
PcyM_1425700::ATP synthase epsilon chain, mitochondrial , putative
PcyM_1148500::Cation/H+ antiporter (CAX)
PcyM_1444200::Citrate/oxoglutarate carrier protein 
PcyM_0702900::Mitochondrial carrier protein, putative
PcyM_1459000::ATP synthase subunit beta 
PcyM_1413000::ATP synthase subunit gamma, mitochondrial
PcyM_0405000::ATP synthase alpha chain, putative
PcyM_0106500::ATP synthase F(0) complex subunit C1, mitochondrial
PcyM_0952900::Hypothetical protein, conserved
PcyM_1203900::ABC transporter B family member 6, putative (ABCB6)
PcyM_0208800::Mitochondrial carrier protein, putative
PcyM_0950600::ABC transporter B family member 3, putative (ABCB3)
PcyM_1241600::Mitochondrial pyruvate carrier 2
PcyM_1102500::Mitochondrial carrier protein, putative
PcyM_1216000::Mitochondrial pyruvate carrier 1

Mitochondrial antioxidant system
Sz Hz

PcyM_0840600::Lipoamide acyltransferase component of branched-chain alpha-keto acid dehydrogenase complex (BCKDH-E2)
PcyM_0509600::Dicarboxylate/tricarboxylate carrier (DTC)
PcyM_1279900::LCCL domain-containing protein (CCp1)
PcyM_1334400::Glutathione reductase
PcyM_1211300::Thioredoxin 2 (TRX2)
PcyM_0218400::1-Cys peroxiredoxin (AOP)
PcyM_1435300::Peroxiredoxin-4
PcyM_0520500::Dihydrolipoyl dehydrogenase, apicoplast (aLipDH)
PcyM_1416300::Lipoate-protein ligase 1 (LipL1)
PcyM_0722500::Lipoate-protein ligase 2 (LipL2)
PcyM_0839800::1-Cys-glutaredoxin-like protein-1 (GLP1)
PcyM_1210700::Isocitrate dehydrogenase 
PcyM_1313000::Glutathione peroxidase 
PcyM_1454900::Dihydrolipoyl dehydrogenase 

>10 FPKM
1-10 FPKM
<1 FPKM 

Figure 3 - figure supplement 1


