[bookmark: _GoBack]Figure 5  Source data 1. Fragments per kilobase per million (FPKM) of CNG and Rapgef genes in Schwann cells. 

	Gene Name
	Control-1
	Control-2
	Control-3
	Control Average
	cAMP-1
	cAMP-2
	cAMP-3
	cAMP Average

	Cnga1
	0.00
	0.02
	0.00
	0.01
	0.02
	0.00
	0.00
	0.01

	Cnga2
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00

	Cnga2
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00

	Cnga3
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00

	Cnga4
	0.14
	0.10
	0.09
	0.11
	0.01
	0.02
	0.00
	0.01

	Cngb1
	0.24
	0.23
	0.11
	0.19
	0.17
	0.24
	0.21
	0.20

	Cngb3
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00

	Rapgef1
	8.86
	9.77
	7.18
	8.60
	5.26
	5.13
	5.31
	5.23

	Rapgef2
	27.82
	28.13
	26.69
	27.55
	21.33
	18.11
	20.35
	19.93

	Rapgef3
	0.00
	0.00
	0.00
	0.00
	0.02
	0.01
	0.03
	0.02

	Rapgef4
	0.14
	0.04
	0.09
	0.09
	0.08
	0.05
	0.05
	0.06

	Rapgef5
	0.01
	0.01
	0.04
	0.02
	0.01
	0.00
	0.00
	0.00

	Rapgef6
	8.01
	9.00
	7.61
	8.21
	11.28
	11.49
	11.16
	11.31



Note: The RNA-seq data shows that the expression of CNG genes, Rapgef3 and Rapgef4 are extremely low in both control and cAMP-treated Schwann cells.
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