Figure 5 - Figure Supplement 2

ANXA10 BMP4

chr4: chr14: gw—_=_ =-
|ChIA-PET WT ChIA-PET
wr ! ) ; IRNAPI RNAPII
13 7
wr [y A s ol wr 0 TR ke I
I ) ] ATAC-se = ) ATAC-se
13 q 7 q
ARID1A™* ARID1A™*
0ttt L i ni i om La i e i M
26 33
WT WT
0 0 a0
T T 2 1 XTI (TSI a mm H3K27ac H3K27ac
ChiP-seq 33 ChiP-seq

26
ol | . o Y .

24 1044
wr LLLI sttt .
24 { J 1044
" -
ARID1A™ . | Il s RNA-seq ~RIDIAT 4 m e M IRNAseq
28 25
WT 0 GRO-seq WT 0 GRO-seq
13 -28
wLS OBFC1
chri: chr10:
— - |ChIA-PET WT 1 ! ! e ' $ ChIA-PET
W ; i IRNAPII \ ) \ ] } RNAPII
12 51
wr A_MM.J_LA_M#_Q_MJML;Q_;_AL_MJM_‘_‘L wrt l Jl
0 . ; " 0 e .
TR W ] | ATAC- -
12 seq 51 3 ' 1t ' ' . |ATAC-seq
ARID1A™ -
SR VY T T [ ARIDIA* N i i ) =
17 a ' 28 ) — m
WT
0 . e Wt 0 e oo A‘_——_—‘AA____‘
H3K27ac H3K27ac
17 o momm ¢ " Toam o r Eomm L 311 IONDTE DM mmOT O mommmmm ChIP-Seq 28 m  ommm o) ChIP'Seq
" " ‘
ARID1A o e ) ARID1A” 0 L '. ..
621 72
i WTo R Ll I L L
621 72 L
e e
ARID1AT | Ll | | RNA-seq ARID1A? n.,._J | | . I l RNA-seq
0 23 )
WT GRO-seq WT ° GRO-seq
.24 =72

Figure 5 — Figure Supplement 2

Genome browser tracks for ATAC-seq from WT, ARID1B KD, ARID1A-/-, and ARID1A-/- ARID1B KD cells, H3K27ac ChIP-seq data for
WT, ARID1B KD, ARID1A-/-, and ARID1A-/- ARID1B KD cells, RNA-seq from WT, ARID1B KD, ARID1A-/-, and ARID1A-/- ARID1B KD
cells, and GRO-seq data for WT HCT116 cells at sites with gained or stable SWI/SNF occupancy. Gray boxes indicate interacting
sites of increased accessibility and/or H3K27ac. These genes show no dependence on ARID1B for accessibility, H3K27ac and RNA
expression in the absence of ARID1A.



