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Extended Data Figure 4. DDM1 is required for 10 bp methylation periodicity at 
heterochromatic nucleosomes.

a-d  Average NA methylation in the indicated contexts across 147 bp MNase-seq fragments in
heterochromatic TEs (a-c) and genes (d) for WT (green)  h1 (bl e)  ddm1 (orange)  and
h1ddm1 (red). ellow line indicates the position of the pres mptive dyad  where the NA ma or
groove faces n cleosomal histones.
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