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Table S1. Primers used for TIF11 mutagenesis (with mutated nucleotides underlined). 
	Primer
	Sequence (5’ to 3’)
	Mutation

	tif11p.K3Efw
	AAGTTCATCATGGGTGAGAAAAACACTAAAG
	tif11-K3E

	tif11p.K3Erev
	CTTTAGTGTTTTTCTCACCCATGATGAACTT
	tif11-K3E

	tif11p.K4Dfw
	TTCATCATGGGTAAGGACAACACTAAAGGTGGT
	 tif11-K4D

	tif11p.K4Drev
	ACCACCTTTAGTGTTGTCCTTACCCATGATGAA
	tif11-K4D

	tif11p.T6Dfw
	ATGGGTAAGAAAAACGATAAAGGTGGTAAAAA
	 tif11-T6D

	tif11p.T6Drev
	TTTTTACCACCTTTATCGTTTTTCTTACCCAT
	 tif11-T6D

	tif11p.T6Rfw
	ATGGGTAAGAAAAACCGTAAAGGTGGTAAAAA
	 tif11-T6R

	tif11p.T6Rrev
	TTTTTACCACCTTTACGGTTTTTCTTACCCAT
	tif11-T6R

	tif11p.G8delfw
	AAAAACACTAAAGGT(3ntdel)AAAAAAGGTAGAAGA
	 tif11-G8

	tif11p.G8delrev
	TCTTCTACCTTTTTT(3ntdel)ACCTTTAGTGTTTTT
	tif11-G8

	tif11p.R13Pfw
	GGTGGTAAAAAAGGTCCAAGAGGTAAGAACGA
	 tif11-R13P

	tif11p.R13Prev
	TCGTTCTTACCTCTTGGACCTTTTTTACCACC
	tif11-R13P

	tif11p.G15Dfw
	AAAAAGGTAGAAGAGATAAGAACGACTCTGA
	tif11-G15D

	tif11p.G15Drev
	TCAGAGTCGTTCTTATCTCTTCTACCTTTTT
	tif11-G15D

	 K7A-F
	ATGGGTAAGAAAAACACTGCTGGTGGTAAAAAAGGTAGA
	 tif11-K7A

	K7A-R
	TCTACCTTTTTTACCACCAGCAGTGTTTTTCTTACCCAT 
	tif11-K7A

	K7D-F
	 ATGGGTAAGAAAAACACTGATGGTGGTAAAAAAGGTAGA
	 tif11- K7D

	K7D-R
	TCTACCTTTTTTACCACCATCAGTGTTTTTCTTACCCAT
	tif11- K7D

	DG8G9-F
	ATGGGTAAGAAAAACACTAAA(6ntdel)AAAAAAGGTAGAAGAGGT AAG 
	 tif11-G8G9

	DG8G9-R
	CTTACCTCTTCTACCTTTTTT(6ntdel)TTTAGTGTTTTTCTTACCCAT 
	tif11-G8G9

	K10A-F
	AAAAACACTAAAGGTGGTGCTAAAGGTAGAAGAGGTAAG
	 tif11-K10A

	K10A-R
	CTTACCTCTTCTACCTTTAGCACCACCTTTAGTGTTTTT
	tif11-K10A

	K10D-F
	AAAAACACTAAAGGTGGTGATAAAGGTAGAAGAGGTAAG
	 tif11-K10D

	K10D-R
	CTTACCTCTTCTACCTTTATCACCACCTTTAGTGTTTTT
	tif11-K10D

	R13A-F
	AAAGGTGGTAAAAAAGGTGCTAGAGGTAAGAACGACTCT
	 tif11-R13A

	R13A-R
	AGAGTCGTTCTTACCTCTAGCACCTTTTTTACCACCTTT
	tif11-R13A

	R13D-F
	AAAGGTGGTAAAAAAGGTGATAGAGGTAAGAA.CGACTCT
	 tif11-R13D

	R13D-R
	AGAGTCGTTCTTACCTCTATCACCTTTTTTACCACCTTT
	tif11-R13D

	R14A-F
	GGTGGTAAAAAAGGTAGAGCTGGTAAGAACGACTCTGAC
	 tif11-R14A

	R14A-R
	GTCAGAGTCGTTCTTACCAGCTCTACCTTTTTTACCACC
	tif11-R14A

	 R14D-F
	GGTGGTAAAAAAGGTAGAGATGGTAAGAACGACTCTGAC
	 tif11-R14D

	R14D-R
	GTCAGAGTCGTTCTTACCATCTCTACCTTTTTTACCACC
	tif11-R14D

	K16A-F
	AAAAAAGGTAGAAGAGGTGCTAACGACTCTGACGGTCCA
	tif11-K16A

	K16A-R
	TGGACCGTCAGAGTCGTTAGCACCTCTTCTACCTTTTTT
	tif11-K16A

	K16D-F
	AAAAAAGGTAGAAGAGGTGATAACGACTCTGACGGTCCA
	tif11-K16D

	K16D-R
	TGGACCGTCAGAGTCGTTATCACCTCTTCTACCTTTTTT


	tif11-K16D


Table S2. Ribosome profiling datasets used for uORF identification  
	Strain
	Relevant genotype
	Growth conditions
	Source
	GEO

Accession 

Number

	tif11-R13P experiment

	PMY337/PMY338
	TIF11/SUI3
	SC, 30°C
	This study
	Pending 

	FZY010/FZY011
	tif11-R13P/SUI3
	SC, 30°C
	This study
	Pending 

	PMY335/PMY336
	TIF11/SUI3-2
	SC, 30°C
	This study
	Pending 

	PMY316
	tif11-R13P/

SUI3-2
	SC, 30°C
	This study
	Pending 

	

	sui1-L96P experiment

	PMY30
	SUI1
	SC, 30°C
	This study
	Pending 

	PMY33
	sui1-L96P
	SC, 30°C
	This study
	Pending 

	

	sui1-T15A experiment

	FZY012/FZY013
	SUI1/SUI3
	SC, 30°C
	This study
	Pending 

	FZY014/FZY015
	sui1-T15A/SUI3
	SC, 30°C
	This study
	Pending 

	PMY71
	SUI1/SUI3-2
	SC, 30°C
	This study
	Pending 

	PMY72
	sui1-T15A/SUI3-2
	SC, 30°C
	This study
	Pending 

	

	WT experiments

	BY4741
	WT
	SC, 20°C/25°C/30°C/36°C
	This study
	Pending 

	
	
	
	
	

	tif1-ts- experiment

	NSY20
	TIF1
	SC, 30°C
	Sen et al. 2015()

	GSE66411

	
	
	SC, 30°C to 37°C shift
	Sen et al. 2015()

	GSE66411

	NSY21
	tif1-A79V
	SC, 30°C 
	Sen et al. 2015()
 
	GSE66411

	
	
	SC, 30°C to 37°C shift
	Sen et al. 2015()

	GSE66411

	

	ded1-cs- experiment

	F2041/yRP2799
	DED1
	SC, 30°C to 37°C shift
	Sen et al. 2015()
 
	GSE66411

	NSY5
	ded1-120
	SC, 30°C to 37°C shift
	Sen et al. 2015()

	GSE66411

	

	dom34( experiment

	YNG100
	ski2Δ
	YPD, 30°C 
	Guydosh and Green 2014()

	GSE52968

	YNG103
	dom34Δ/ski2Δ
	YPD, 30°C 
	Guydosh and Green 2014()

	GSE52968

	

	Rli1 depletion experiment

	YDY128
	WT
	YPD, 30°C
	Young et al. 2015()

	GSE69414

	YDY130
	PGAL-UBI-R-FH-RLI1
	YPD, 30°C
	Young et al. 2015()

	GSE69414

	

	tif3Δ experiment

	BY4741
	WT
	SC, 30°C to 37°C shift
	Sen et al. 2016()

	GSE81966

	
	
	YPD, 23°C
	This study
	Pending 

	FJZ052
	tif3Δ
	SC, 30°C to 37°C shift
	Sen et al. 2016()

	GSE81966

	
	
	YPD, 23°C
	This study
	Pending 

	

	Analysis of cycloheximide effects in WT cells (X1 cycloheximide and no cycloheximide data only)

	BY4741
	WT
	YPD, 30°C
	Gerashchenko and Gladyshev 2014()

	GSE59573
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