
A

C

B

(4) +cap

(4) –cap

[eIF4A], µM 

O
b

s
e
r
v
e
d

 r
a
te

 o
f 

m
R

N
A

 r
e
c
r
u

it
m

e
n

t,
 m

in
-1

O
b

s
e
r
v
e
d

 r
a
te

 o
f 

m
R

N
A

 r
e
c
r
u

it
m

e
n

t,
 m

in
-1

0

1

2

3

4

0 2 4 6 8 10

[eIF4A], µM 

(7) +cap
(7) –cap

(1) +cap

(1) –cap

0

1

2

3

4

5

6

7

0 1 2 3 4 5

[eIF4A], µM 
0

1

2

3

4

5

0 0.1 0.2 0.3 0.4 0.5

0

2

4

6

8

10

12

0 1 2 3 4 5

[eIF4A], µM 

O
b

s
e
r
v
e
d

 r
a
te

 o
f 

m
R

N
A

 r
e
c
r
u

it
m

e
n

t,
 m

in
-1

O
b
s
e
rv

e
d

ra
te

 o
f 
m

R
N

A

re
c
ru

it
m

e
n
t,
 m

in
-1

0

1

5

4

0 0.1 0.2 0.3 0.4 0.5

[eIF4A], µM 

3

2

0

0.5

1.0

1.5

0 0.1 0.2 0.3 0.4 0.5

[eIF4A], µM 

O
b
s
e
rv

e
d

ra
te

 o
f 
m

R
N

A

re
c
ru

it
m

e
n
t,
 m

in
-1

O
b
s
e
rv

e
d

ra
te

 o
f 
m

R
N

A

re
c
ru

it
m

e
n
t,
 m

in
-1

Figure 4 – figure supplement 1.



Figure 4 – Figure supplement 1. The 5'-7-methylguanosine cap inhibits mRNA recruitment in 

the absence of eIF4A. mRNA recruitment of (A) RNA 1 (CAA 50-mer), (B) RNA 4, and (C) RNA 7 

in the presence or absence of a 5'-cap, as indicated to the right of each curve. Numbers to the 

right of the plots correspond to RNAs in Figure 3A. Insets show the observed rates versus eIF4A 

concentration up to 0.5 µM to focus on the 0 µM eIF4A points. All data presented in the figure are 

mean values (n ≥ 2) and error bars represent average deviation of the mean. 

 
 
  


