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Figure 2 — figure supplement 1.



Figure 2 — Figure supplement 1. Control and data tables for the ATPase experiments. (A)
Controls for NADH enzyme-coupled microplate ATPase assay. The decrease in absorbance of
340 nm light was dependent on the presence of ATPase activity (5 uM elF4A, 0.5 uM elF4G+4E,
together referred to as elF4A+*4G-4E or elF4F), ATP-M92+, and a pyruvate kinase (900-1400
units/mL)/lactate dehydrogenase (600-1000 units/mL) mixture from rabbit muscle used as a 250x
stock solution. (B) ATPase activity as a function of uncapped RPL41A mRNA. Solid, black
squares: elF4A+4G+4E (no PIC), as in Figure 2B (Kes 0f 4.3 + 0.1 min™ and KN4 of 150 + 20 uM).
Solid black circles: "Complete PIC," as in Figure 2B (kes 0f 8 + 1 min™ and KEN4 of 120 + 40 pM).
(C-D) Summary of all kest and KAT? values in the presence of elF4G+4E (panel C, red) and
absence of elF4G+4E (panel D, blue). Data in B-D are mean values (n = 2) and error is reported

as average deviation of the mean.



