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Mm T6B/429-451
Ss T6B/421-443
At T6B/529-552
Os T6B/537-560
At MT6B/336-355
Os MT6B/312-326
Mm T6BL/352-374
Hs T6BL/351-373

P F T S E S K D A I A - D I P V I K E E I D L A
P Y K S A G K E S I A - E V E N I E K E I K N A
P F K G T G K E Y I G D D I S E I A T A V K S A
P F K G T G K E Y I G D D I T E I A S A V Q S A
P T R Q K N - - - - G P G I S L L K K G I K N A
- - - - - - - - S Q - P E R H L L R K A L K S A
L T A H L S - A I L S E S R S T V Q Q S I Q S A
L T T H L N - A I L V E S H S V V Q G S I Q F T
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Mmazei Top6B/11-53
Sshibatae Top6B/6-47
Athaliana Top6B/18-65
Osativa Top6B/46-93
Athaliana MTop6B/6-22
Osativa MTop6B/11-33
Mmusculus Top6BL/6-24
Hsapiens Top6BL/6-24

- - - - - K K Q K S I S V A E F F E K N R Q I L G F D S A P R S L I - T T V K E A V - D N A L D A C
- - - - - - K F T S L S P A E F F K R N P E L A G F P N P A R A L Y - Q T V R E L I - E N S L D A T
K D S N E S K L K Q K S P A E F F A E N K N I A G F D N P G K S L Y - T T V R E L V - E N A L D S A
T A K E S S L L K Q K S P A E F F A E N K N I A G F D N P G K S L Y - T T M R E L V - E N A L D S A
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - P - V P - K L L L Q L I - S S A F Q R C
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Mm T6B/98-123
Ss T6B/94-118
At T6B/178-202
Os T6B/205-229
At MT6B/71-77
Os MT6B/84-89
Mm T6BL/88-92
Hs T6BL/84-89

L Y G S R F H A L K Q S R G Q Q G I G I S A A V L Y
L Y S S K Y - V N R Q T R G M Y G L G V K A A V L Y
L S G T K Y - G L K Q T R G K F G L G A K M A L I W
L S G T K Y - G L R Q T R G K F G L G A K M A L I W
F NG A K - - - - - - - - - - - - - - - - - - - I W
T P V - - - - - - - - - - - - - - - E - - - - - K W
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Mm T6B/156-195
Ss T6B/151-190
At T6B/235-274
Os T6B/262-301
At MT6B/106-145
Os MT6B/117-152
Mm T6BL/115-127
Hs T6BL/115-127

N E P D I L V D E V - R DWF R P HG T Q I E L E M R A - - A Y V K G R R Q S I Y
N E P I I V E R G S V E N T R G F HG T S V A I S I P G - - DWP K A - K S R I Y
N I P H I H L H E K K G N K E K WHG A E I Q V V I E G - - NWT T Y - R S K I L
N V P H V H L H E K R E N K D R WHG A E L Q V I I E G - - NWT T H - R S K I L
N K R L K R Q P S Q A K NG A K F S G T E V S L S V F G - - S M D V L - V A P I I
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K P R T L - - - - - - M T - - - - - - - - - - - - - - - - - - - D - - - C L V I K
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Mm T6B/74-92
Ss T6B/70-88
At T6B/154-172
Os T6B/181-199
At MT6B/46-64
Os MT6B/58-76
Mm T6BL/53-74
Hs T6BL/53-74

V T V I I E D NG - - - P G I V R E Q I P K
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L R I S V S D T G - - - V G S K L E E F L E
C I I T I A S T R S V Y G G L N F K K F L Q
C V T T V A S A G S L F G G M V L K K F L K
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TxnGT

Motif III-triphoshate binding

GxxGxG

Archaeal top6B

Viridiplante top6B

Viridiplante Mtop6B

Mammalian top6BL

motif I-ATP hydrolysis, metal binding

uubEuu      aNouDA
i.

ii.

iii.

iv.

v.

60 70 120

127

370

Figure 8-Figure Supplement 1


