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CREBBF 0.20 -0.355 6.92 Altered T-Cell and B-Cell Signaling 277 179 6
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STAT3 -0.64 0.103 6.65 Cardiovascularg Systegm
Tef7 0.59 0.388 _ 4.40 Autoimmune Thyroid Disease Signaling _ 1.97 _1.48 3
FOXP3 0.16 0.973 8.31 Osteoblasts/clasts and Chondrocytes NS 1.97 7
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CD28 3.03 -0.783 9.16 Allograft Rejection Signaling 1.31 1.84 4
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ID3 2.02 0.250 12.36 Stearate Biosynthesis | (Animals) NS 2388 3
CTLA4 1.93 2.206 5.88 PPAR Signaling 1.89 NS 4
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1,2: Va14AP/Va14 in Thymus, Spleen; 3,4:Va14/WT CD4 in Thymus, Spleen; 5:PLZF TG/WT; 6:Va14 PLZF KO/Va14



