

[bookmark: _GoBack]p3827 beta tubulin 5’- MS2bp-eGFP-nls ORF – actin 3’
TTAATTAATAGACGCGGACGGGGCATTTCCCGTTCGTCATTAGCAGTAGGTAATGAAGATGTTTGTTTCTCGTCCCCTTTCTCCTTCGTCCTTCTGTCATTTTGTTCTTTTGTGTTTATGTTTTGTTGTTGTTTTCTTTAATTTTTTTTTTTCTTCCACGTTTGTGTACATCCGCGCGCCACTCTATTCAGAGAGCCACGGATAGTAGAGGAGGTGGGAAGGGTATATGAGGGACACGCGTACCATGATGTGGGATGTATTGGGGTCCCTGTCTGTCCTTACGTGACTATGTATGAACCGTCACGTGTAAGATGAGCTAGTGAGATCAACAGTACAACTCATCAACACGCCTTCTTCTCGTTAAATGTACACAATCTTGATCCTCCACCTTTATGGGTCCCATTGTTTGCCTCTTCCGCTGTGTGGAGTGCGCCTACACGCACTTCTCACTTCGTAAGTGGTGGTGGCGTAAGTATTGCCTAATGTTGACTCTATATTCTCCTCTCCTCACCCCCTCGCGGTGCTGATTTCTGACAGATCTTCAAACACTAGTTTAAGCAAAGGACTATTCATCCGTTTATATTAGCAACAGTAGGTACTAGCACCACTAACAACAACAACAAAGCACTTCTATTTATTTATCGAATTCATAAAGCTTCCGCCGCC

ATGGCTTCTAACTTTACTCAGTTCGTTCTCGTCGACAATGGCGGAACTGGCGACGTGACTGTCGCCCCAAGCAACTTCGCTAACGGGATCGCTGAATGGATCAGCTCTAACTCGCGTTCACAGGCTTACAAAGTAACCTGTAGCGTTCGTCAGAGCTCTGCGCAGAATCGCAAATACACCATCAAAGTCGAGGTGCCTAAAGGCGCCTGGCGTTCGTACTTAAATATGGAACTAACCATTCCAATTTTCGCCACGAATTCCGACTGCGAGCTTATTGTTAAGGCAATGCAAGGTCTCCTAAAAGATGGAAACCCGATTCCCTCAGCAATCGCAGCAAACTCCGGCATCTACGGATCAGGTTCTCACATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCTTCGGCTACGGCCTGCAGTGCTTCGCCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGTGGACGCGGAGGTCGTGGAGGTCGTGGTCACAAACGTTCACGCGAGTAA

GGATCCCACCGGGTTGTGTGGCCAAATTTGTTCTGTAGTTGCTGTGAGTTGACACGGCTAGTGCTTATGATTTTCCTCGCGCGTGGTGCCTGTACTCAGCCCTATGCCTTATATGCAACACATTTACGTACAGCGCACAAGAGGAGAGAAGATCACTTGAAGATAATAAATATAGGGTTGTAGGCATCTTGTTTAACTCAAATTTTCTCGCCTTGGTGTGTCGACATGATTGAAATAGTGCCACCAGTTGTGTTTGATGCGTTTGTTATCTATGCAGCATTGCACAGCAAGGTCTTCTGAAATTCATGTTTTTTTTTTTTACTCTGCATTGCAGTCTCCGCTCTTATTTAGTTTTGCTTTACGTAAGGTCTCGTTACTGCCATAAAATACATATG

p3605 alpha tubulin 5’- MS2bp-eGFP-nls ORF – actin 3’
TTAATTAATAGAAAGTGTGACAACGTCGCACCATGTGTAGGTTTTCATTTATGTTCTTTCTTTCTTTTTTTTGTGAATTTGTTTTCTGTCTCAAATGTTTTTAATTCGCTTGGGACCTATGTTTTTCTTGTTTTTTTGCTCACCCTTTGTGTAGGAGGCACCCTGTCACGTCTGTGGTTGCGTGTATGCCTTCCTTCCCCTTATTCGCTTCTTCCTGTCGTGTCACACCTCTTTCTCTCTCTCCCTTTCCGCCTTTTCTTTCAATCTTGTTTTCTCGACCAGCCCTACTAGAGGAGAAAGAATAGTAACCCTTTCATCAAAGAAAATAGTTCAAACGAATTCATAAAGCTTCCGCCGCC

ATGGCTTCTAACTTTACTCAGTTCGTTCTCGTCGACAATGGCGGAACTGGCGACGTGACTGTCGCCCCAAGCAACTTCGCTAACGGGATCGCTGAATGGATCAGCTCTAACTCGCGTTCACAGGCTTACAAAGTAACCTGTAGCGTTCGTCAGAGCTCTGCGCAGAATCGCAAATACACCATCAAAGTCGAGGTGCCTAAAGGCGCCTGGCGTTCGTACTTAAATATGGAACTAACCATTCCAATTTTCGCCACGAATTCCGACTGCGAGCTTATTGTTAAGGCAATGCAAGGTCTCCTAAAAGATGGAAACCCGATTCCCTCAGCAATCGCAGCAAACTCCGGCATCTACGGATCAGGTTCTCACATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGTGGACGCGGAGGTCGTGGAGGTCGTGGTCACAAACGTTCACGCGAGTAA

GGATCCCACCGGGTTGTGTGGCCAAATTTGTTCTGTAGTTGCTGTGAGTTGACACGGCTAGTGCTTATGATTTTCCTCGCGCGTGGTGCCTGTACTCAGCCCTATGCCTTATATGCAACACATTTACGTACAGCGCACAAGAGGAGAGAAGATCACTTGAAGATAATAAATATAGGGTTGTAGGCATCTTGTTTAACTCAAATTTTCTCGCCTTGGTGTGTCGACATGATTGAAATAGTGCCACCAGTTGTGTTTGATGCGTTTGTTATCTATGCAGCATTGCACAGCAAGGTCTTCTGAAATTCATGTTTTTTTTTTTTACTCTGCATTGCAGTCTCCGCTCTTATTTAGTTTTGCTTTACGTAAGGTCTCGTTACTGCCATAAAATACATATG





p3998 alpha tubulin 5’- MS2bp (altered codons)-eGFP-nls ORF – actin 3’
TTAATTAATAGAAAGTGTGACAACGTCGCACCATGTGTAGGTTTTCATTTATGTTCTTTCTTTCTTTTTTTTGTGAATTTGTTTTCTGTCTCAAATGTTTTTAATTCGCTTGGGACCTATGTTTTTCTTGTTTTTTTGCTCACCCTTTGTGTAGGAGGCACCCTGTCACGTCTGTGGTTGCGTGTATGCCTTCCTTCCCCTTATTCGCTTCTTCCTGTCGTGTCACACCTCTTTCTCTCTCTCCCTTTCCGCCTTTTCTTTCAATCTTGTTTTCTCGACCAGCCCTACTAGAGGAGAAAGAATAGTAACCCTTTCATCAAAGAAAATAGTTCAAACGAATTCATAAAGCTTCCGCCGCC

ATGTCGGCCTCGAATTTCACCCAATTCGTCCTAGTCGACAATGGGGGGACCGGGGACGTCACCGTCGCCCCTTCGAATTTCGCCAATGGGATAGCCGAATGGATATCGTCGAATTCGAGATCGCAAGCCTATAAAGTCACCTGTTCGGTCAGACAATCGTCGGCCCAAAATAGAAAATATACCATAAAAGTCGAAGTCCCTAAAGGGGCCTGGAGATCGTATCTAAATATGGAACTAACCATACCTATATTCGCCACCAATTCGGACTGTGAACTAATAGTCAAAGCCATGCAAGGGCTACTAAAAGACGGGAATCCTATACCTTCGGCCATAGCCGCCAATTCGGGGATATATGGGTCGGGGTCGCATATGGTCTCGAAAGGGGAAGAACTATTCACCGGGGTCGTCCCTATACTAGTCGAACTAGACGGGGACGTCAATGGGCATAAATTCTCGGTCTCGGGGGAAGGGGAAGGGGACGCCACCTATGGGAAACTAACCCTAAAATTCATATGTACCACCGGGAAACTACCTGTCCCTTGGCCTACCCTAGTCACCACCTTCGGGTATGGGCTACAATGTTTCGCCAGATATCCTGACCATATGAAACAACATGACTTCTTCAAATCGGCCATGCCTGAAGGGTATGTCCAAGAAAGAACCATATTCTTCAAAGACGACGGGAATTATAAAACCAGAGCCGAAGTCAAATTCGAAGGGGACACCCTAGTCAATAGAATAGAACTAAAAGGGATAGACTTCAAAGAAGACGGGAATATACTAGGGCATAAACTAGAATATAATTATAATTCGCATAATGTCTATATAATGGCCGACAAACAAAAAAATGGGATAAAAGTCAATTTCAAAATAAGACATAATATAGAAGACGGGTCGGTCCAACTAGCCGACCATTATCAACAAAATACCCCTATAGGGGACGGGCCTGTCCTACTACCTGACAATCATTATCTATCGTATCAATCGGCCCTATCGAAAGACCCTAATGAAAAAAGAGACCATATGGTCCTACTAGAATTCGTCACCGCCGCCGGGATAACCCTAGGGATGGACGAACTATATAAAGGGGGGAGAGGGGGCAGAGGCGGAAGAGGACATAAAAGATCGAGAGAATAA

GGATCCCACCGGGTTGTGTGGCCAAATTTGTTCTGTAGTTGCTGTGAGTTGACACGGCTAGTGCTTATGATTTTCCTCGCGCGTGGTGCCTGTACTCAGCCCTATGCCTTATATGCAACACATTTACGTACAGCGCACAAGAGGAGAGAAGATCACTTGAAGATAATAAATATAGGGTTGTAGGCATCTTGTTTAACTCAAATTTTCTCGCCTTGGTGTGTCGACATGATTGAAATAGTGCCACCAGTTGTGTTTGATGCGTTTGTTATCTATGCAGCATTGCACAGCAAGGTCTTCTGAAATTCATGTTTTTTTTTTTTACTCTGCATTGCAGTCTCCGCTCTTATTTAGTTTTGCTTTACGTAAGGTCTCGTTACTGCCATAAAATACATATG



p3854 synthetic 5’- MS2bp-eGFP-nls ORF – actin 3’
TTAATTAATAGACGCGGACGGGGCATTTCCCGTTCGTCATTAGCAGTAGGTAATGAAGATGTTTGTTTCTCGTCCCCTTTCTCCTTCGTCCTTCTGTCATTTTGTTCTTTTGTGTTTATGTTTTGTTGTTGTTTTCTTTAATTTTTTTTTTTCTTCCACGTTTGTGTACATCCGCGCGCCACTCTATTCAGAGAGCCACGGATAGTAGAGGAGGTGGGAAGGGTATATGAGGGACACGCGTACCATGATGTGGGATGTATTGGGGTCCCTGTCTGTCCTTACGTGACTATGTATGAACCGTCACGTGTAAGATGAGCTAGTGAGATCAACAGTACAACTCATCAACACGCCTTCTTCTCGTTAAATGTACACAATCTTGATCCTCCACCTTTATGGGTCCCATTGTTTGCCTCTTCCGCTGTGTGGAGTGCGCCTACACGCACTTCTCACTTCGTAAGTGGTGGTGGCGTAAGTATTGCCTAATGTTGACTCTATATTCTCCTCTCCTCACCCCCTCGCGGTGCTGATTTCTGACAGATCTTCAAACACTAGTAAAATAAAATTCACACTTGGAATTCCTTTGTGTTACATTCTTGATCGCTCGCTGACATTCATTCCAAAGCTTCCGCCGCC

ATGGCTTCTAACTTTACTCAGTTCGTTCTCGTCGACAATGGCGGAACTGGCGACGTGACTGTCGCCCCAAGCAACTTCGCTAACGGGATCGCTGAATGGATCAGCTCTAACTCGCGTTCACAGGCTTACAAAGTAACCTGTAGCGTTCGTCAGAGCTCTGCGCAGAATCGCAAATACACCATCAAAGTCGAGGTGCCTAAAGGCGCCTGGCGTTCGTACTTAAATATGGAACTAACCATTCCAATTTTCGCCACGAATTCCGACTGCGAGCTTATTGTTAAGGCAATGCAAGGTCTCCTAAAAGATGGAAACCCGATTCCCTCAGCAATCGCAGCAAACTCCGGCATCTACGGATCAGGTTCTCACATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCTTCGGCTACGGCCTGCAGTGCTTCGCCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGTGGACGCGGAGGTCGTGGAGGTCGTGGTCACAAACGTTCACGCGAGTAA

GGATCCCACCGGGTTGTGTGGCCAAATTTGTTCTGTAGTTGCTGTGAGTTGACACGGCTAGTGCTTATGATTTTCCTCGCGCGTGGTGCCTGTACTCAGCCCTATGCCTTATATGCAACACATTTACGTACAGCGCACAAGAGGAGAGAAGATCACTTGAAGATAATAAATATAGGGTTGTAGGCATCTTGTTTAACTCAAATTTTCTCGCCTTGGTGTGTCGACATGATTGAAATAGTGCCACCAGTTGTGTTTGATGCGTTTGTTATCTATGCAGCATTGCACAGCAAGGTCTTCTGAAATTCATGTTTTTTTTTTTTACTCTGCATTGCAGTCTCCGCTCTTATTTAGTTTTGCTTTACGTAAGGTCTCGTTACTGCCATAAAATACATATG



p3866 synthetic 5’plus splice site AG->AA mutation - MS2bp-eGFP-nls ORF – actin 3’
TTAATTAATAGACGCGGACGGGGCATTTCCCGTTCGTCATTAGCAGTAGGTAATGAAGATGTTTGTTTCTCGTCCCCTTTCTCCTTCGTCCTTCTGTCATTTTGTTCTTTTGTGTTTATGTTTTGTTGTTGTTTTCTTTAATTTTTTTTTTTCTTCCACGTTTGTGTACATCCGCGCGCCACTCTATTCAGAGAGCCACGGATAGTAGAGGAGGTGGGAAGGGTATATGAGGGACACGCGTACCATGATGTGGGATGTATTGGGGTCCCTGTCTGTCCTTACGTGACTATGTATGAACCGTCACGTGTAAGATGAGCTAGTGAGATCAACAGTACAACTCATCAACACGCCTTCTTCTCGTTAAATGTACACAATCTTGATCCTCCACCTTTATGGGTCCCATTGTTTGCCTCTTCCGCTGTGTGGAGTGCGCCTACACGCACTTCTCACTTCGTAAGTGGTGGTGGCGTAAGTATTGCCTAATGTTGACTCTATATTCTCCTCTCCTCACCCCCTCGCGGTGCTGATTTCTGACAGATCTTCAAACACTAATAAAATAAAATTCACACTTGGAATTCCTTTGTGTTACATTCTTGATCGCTCGCTGACATTCATTCCAAAGCTTCCGCCGCC

ATGGCTTCTAACTTTACTCAGTTCGTTCTCGTCGACAATGGCGGAACTGGCGACGTGACTGTCGCCCCAAGCAACTTCGCTAACGGGATCGCTGAATGGATCAGCTCTAACTCGCGTTCACAGGCTTACAAAGTAACCTGTAGCGTTCGTCAGAGCTCTGCGCAGAATCGCAAATACACCATCAAAGTCGAGGTGCCTAAAGGCGCCTGGCGTTCGTACTTAAATATGGAACTAACCATTCCAATTTTCGCCACGAATTCCGACTGCGAGCTTATTGTTAAGGCAATGCAAGGTCTCCTAAAAGATGGAAACCCGATTCCCTCAGCAATCGCAGCAAACTCCGGCATCTACGGATCAGGTTCTCACATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCTTCGGCTACGGCCTGCAGTGCTTCGCCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGTGGACGCGGAGGTCGTGGAGGTCGTGGTCACAAACGTTCACGCGAGTAA

GGATCCCACCGGGTTGTGTGGCCAAATTTGTTCTGTAGTTGCTGTGAGTTGACACGGCTAGTGCTTATGATTTTCCTCGCGCGTGGTGCCTGTACTCAGCCCTATGCCTTATATGCAACACATTTACGTACAGCGCACAAGAGGAGAGAAGATCACTTGAAGATAATAAATATAGGGTTGTAGGCATCTTGTTTAACTCAAATTTTCTCGCCTTGGTGTGTCGACATGATTGAAATAGTGCCACCAGTTGTGTTTGATGCGTTTGTTATCTATGCAGCATTGCACAGCAAGGTCTTCTGAAATTCATGTTTTTTTTTTTTACTCTGCATTGCAGTCTCCGCTCTTATTTAGTTTTGCTTTACGTAAGGTCTCGTTACTGCCATAAAATACATATG

p3943 synthetic 5’plus splice site AG->AA mutation plus altered sequence around initiation codon - MS2bp-eGFP-nls ORF – actin 3’
TTAATTAATAGACGCGGACGGGGCATTTCCCGTTCGTCATTAGCAGTAGGTAATGAAGATGTTTGTTTCTCGTCCCCTTTCTCCTTCGTCCTTCTGTCATTTTGTTCTTTTGTGTTTATGTTTTGTTGTTGTTTTCTTTAATTTTTTTTTTTCTTCCACGTTTGTGTACATCCGCGCGCCACTCTATTCAGAGAGCCACGGATAGTAGAGGAGGTGGGAAGGGTATATGAGGGACACGCGTACCATGATGTGGGATGTATTGGGGTCCCTGTCTGTCCTTACGTGACTATGTATGAACCGTCACGTGTAAGATGAGCTAGTGAGATCAACAGTACAACTCATCAACACGCCTTCTTCTCGTTAAATGTACACAATCTTGATCCTCCACCTTTATGGGTCCCATTGTTTGCCTCTTCCGCTGTGTGGAGTGCGCCTACACGCACTTCTCACTTCGTAAGTGGTGGTGGCGTAAGTATTGCCTAATGTTGACTCTATATTCTCCTCTCCTCACCCCCTCGCGGTGCTGATTTCTGACAGATCTTCAAACACTAATAAAATAAAATTCACACTTGGAATTCCTTTGTGTTACATTCTTGATCGCTCGCTGACATTCATTCCAAAGCTTTTTTT

ATGTCTGCTTCTAACTTTACTCAGTTCGTTCTCGTCGACAATGGCGGAACTGGCGACGTGACTGTCGCCCCAAGCAACTTCGCTAACGGGATCGCTGAATGGATCAGCTCTAACTCGCGTTCACAGGCTTACAAAGTAACCTGTAGCGTTCGTCAGAGCTCTGCGCAGAATCGCAAATACACCATCAAAGTCGAGGTGCCTAAAGGCGCCTGGCGTTCGTACTTAAATATGGAACTAACCATTCCAATTTTCGCCACGAATTCCGACTGCGAGCTTATTGTTAAGGCAATGCAAGGTCTCCTAAAAGATGGAAACCCGATTCCCTCAGCAATCGCAGCAAACTCCGGCATCTACGGATCAGGTTCTCACATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCTTCGGCTACGGCCTGCAGTGCTTCGCCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGTGGACGCGGAGGTCGTGGAGGTCGTGGTCACAAACGTTCACGCGAGTAA

GGATCCCACCGGGTTGTGTGGCCAAATTTGTTCTGTAGTTGCTGTGAGTTGACACGGCTAGTGCTTATGATTTTCCTCGCGCGTGGTGCCTGTACTCAGCCCTATGCCTTATATGCAACACATTTACGTACAGCGCACAAGAGGAGAGAAGATCACTTGAAGATAATAAATATAGGGTTGTAGGCATCTTGTTTAACTCAAATTTTCTCGCCTTGGTGTGTCGACATGATTGAAATAGTGCCACCAGTTGTGTTTGATGCGTTTGTTATCTATGCAGCATTGCACAGCAAGGTCTTCTGAAATTCATGTTTTTTTTTTTTACTCTGCATTGCAGTCTCCGCTCTTATTTAGTTTTGCTTTACGTAAGGTCTCGTTACTGCCATAAAATACATATG



p3965 synthetic 5’ plus splice site AG->AA mutation plus altered sequence around initiation codon - MS2bp-eGFP-nls ORF – RAB28 3’
TTAATTAATAGACGCGGACGGGGCATTTCCCGTTCGTCATTAGCAGTAGGTAATGAAGATGTTTGTTTCTCGTCCCCTTTCTCCTTCGTCCTTCTGTCATTTTGTTCTTTTGTGTTTATGTTTTGTTGTTGTTTTCTTTAATTTTTTTTTTTCTTCCACGTTTGTGTACATCCGCGCGCCACTCTATTCAGAGAGCCACGGATAGTAGAGGAGGTGGGAAGGGTATATGAGGGACACGCGTACCATGATGTGGGATGTATTGGGGTCCCTGTCTGTCCTTACGTGACTATGTATGAACCGTCACGTGTAAGATGAGCTAGTGAGATCAACAGTACAACTCATCAACACGCCTTCTTCTCGTTAAATGTACACAATCTTGATCCTCCACCTTTATGGGTCCCATTGTTTGCCTCTTCCGCTGTGTGGAGTGCGCCTACACGCACTTCTCACTTCGTAAGTGGTGGTGGCGTAAGTATTGCCTAATGTTGACTCTATATTCTCCTCTCCTCACCCCCTCGCGGTGCTGATTTCTGACAGATCTTCAAACACTAATAAAATAAAATTCACACTTGGAATTCCTTTGTGTTACATTCTTGATCGCTCGCTGACATTCATTCCAAAGCTTTTTTT

ATGTCTGCTTCTAACTTTACTCAGTTCGTTCTCGTCGACAATGGCGGAACTGGCGACGTGACTGTCGCCCCAAGCAACTTCGCTAACGGGATCGCTGAATGGATCAGCTCTAACTCGCGTTCACAGGCTTACAAAGTAACCTGTAGCGTTCGTCAGAGCTCTGCGCAGAATCGCAAATACACCATCAAAGTCGAGGTGCCTAAAGGCGCCTGGCGTTCGTACTTAAATATGGAACTAACCATTCCAATTTTCGCCACGAATTCCGACTGCGAGCTTATTGTTAAGGCAATGCAAGGTCTCCTAAAAGATGGAAACCCGATTCCCTCAGCAATCGCAGCAAACTCCGGCATCTACGGATCAGGTTCTCACATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCTTCGGCTACGGCCTGCAGTGCTTCGCCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGGGTGGACGCGGAGGTCGTGGAGGTCGTGGTCACAAACGTTCACGCGAGTAA

GGATCCTGGTAGCGACAAGAAAATTTCCGCCTTTACCTGTTTGTTGTCTTTTTAAAATATTCTTACTCATTGTTTGCGTTCACACATGAGAATAACTACCTTTTATTATTGTTGTTATTGTTCCTACCCACCAATGTCACGCAGTAGGTGTTTTATGCGGGCTTGTTCCCCTTTTGCTTCTTTCCCCCTGCTTCTGTTCCTTCTTCGCACCGTATCCTCTTTCCATTTTTTCCTCTACTTTACTGGCGACGTGGAGTATGATTGGAAGAGGTAAACTTCATGGATTCGAATTTTGTTCCGTATGGAATGCGCGTCGACTCCCTCTGTTAGCAAACTTGGGTGTGACGCGTATGTCCCAGAATGTTTTTCTATTTATGCTACGGCAATGGGGAATATATCTTCTTTTTAAAATATCTTATATTCCTTTGTGACGTGTATGGTACACATATATTTTTTAATAGGTTTATATACTTATTTTTGTTTCTGAAGAATTGCTCCATTCGTTCGTTGTAACACTGATCTGTTGTTGGTTTATATATCTTTGGATTTTATTAATATGTTGTTTTCGTTTACTGTCCTGACTTACATTGTTTGCACTCGGTGCGCTAGTAAAGAAGAATTACAGGTAGAGGTTATCGTAGTTGTTGGGAGATTTTTTTTTTTTTGACTTAGTAGGGATTCGTATTTCATATAACCATCATATG
